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SEQUENCE LISTING 



<110> INCYTE PHARMACEUTICALS, INC. 
TANG , Y . Tom 
CORLEY, Neil C. 
GUEGLER, Karl J. 
GORGONE, Gina A. 
PATTERSON , Chandra 
HILLMAN, Jennifer L. 
BAUGHN, Marian R. 
LAL, Preeti 
AZIMZAI, Yalda 
YUE , Henry 
YANG, Junming 

<12 0> RNA- ASSOCIATED PROTEINS 

<130> PF-0600 PCT 

<14 0> To Be Assigned 
<141> Herewith 

<150> 09/156,039; unassigned; 09/158,720; unassigned; 09/186,815; 

unassigned; 60/128 , 660 
<151> 1998-09-17; 1998-09-17; 1998-09-22; 1998-09-22; 1998-11-04; 

1998-11-04; 1999-04-08 

<160> 38 

<170> PERL Program 

<210> 1 

<211> 216 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 399781CD1 

<400> 1 

Met Ser Arg Tyr Leu Arg Pro Pro Asn Thr Ser Leu Phe Val Arg 
15 10 15 

Asn Val Ala Asp Asp Thr Arg Ser Glu Asp Leu Arg Arg Glu Phe 

20 25 30 

Gly Arg Tyr Gly Pro lie Val Asp Val Tyr Val Pro Leu Asp Phe 

35 40 45 

Tyr Thr Arg Arg Pro Arg Gly Phe Ala Tyr Val Gin Phe Glu Asp 

50 55 60 

Val Arg Asp Ala Glu Asp Ala Leu His Asn Leu Asp Arg Lys Trp 

65 70 75 

lie Cys Gly Arg Gin He Glu He Gin Phe Ala Gin Gly Asp Arg 

80 85 90 

Lys Thr Pro Asn Gin Met Lys Ala Lys Glu Gly Arg Asn Val Tyr 

95 100 105 

Ser Ser Ser Arg Tyr Asp Asp Tyr Asp Arg Tyr Arg Arg Ser Arg 
110 H5 120 
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Ser Arg Ser Tyr Glu Arg Arg Arg Ser Arg Ser Arg Ser Phe Asp 

125 130 135 

Tyr Asn Tyr Arg Arg Ser Tyr Ser Pro Arg Asn Ser Arg Pro Thr 

140 145 150 

Gly Arg Pro Arg Arg Arg Glu Ala lie Pro Thr Met He Asp Gin 

155 160 165 

Thr Ala Ala Gly He Pro Ser Thr Val Leu Leu Thr Thr Leu Gin 

170 175 180 

Glu Arg Ser Glu Ser Gly Lys Arg Thr Lys Glu Gly Gin Phe Lys 

185 190 195 

Arg Pro Lys Gly Gly Trp Lys Val Leu Gin Tyr Glu Tyr Cys Thr 

200 205 210 
Asn He Leu Thr Leu Val 

215 



<210> 2 

<211> 1584 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 1252206CD1 

<400> 2 

Met Asn Ser Gin Pro Gin Thr Arg Ser Pro Phe Phe Gin Arg Pro 

15 10 15 

Gin lie Gin Pro Pro Arg Ala Thr He Pro Asn Ser Ser Pro Ser 

20 25 30 

He Arg Pro Gly Ala Gin Thr Pro Thr Ala Val Tyr Gin Ala Asn 

35 40 45 

Gin His He Met Met Val Asn His Leu Pro Met Pro Tyr Pro Val 

50 55 60 

Pro Gin Gly Pro Gin Tyr Cys He Pro Gin Tyr Arg His Ser Gly 

65 70 75 

Pro Pro Tyr Val Gly Pro Pro Gin Lys Tyr Pro Val Gin Pro Pro 

80 85 90 

Gly Pro Gly Pro Phe Tyr Pro Gly Pro Gly Pro Gly Asp Phe Pro 

95 100 105 

Asn Ala Tyr Gly Thr Pro Phe Tyr Pro Ser Gin Pro Val Tyr Gin 

110 H5 120 

Ser Ala Pro He He Val Pro Thr Gin Gin Gin Pro Pro Pro Ala 

125 130 135 

Lys Arg Glu Lys Lys Thr He Arg He Arg Asp Pro Asn Gin Gly 

140 145 150 

Gly Lys Asp He Thr Glu Glu He Met Ser Gly Gly Gly Ser Arg 

155 160 165 

Asn Pro Thr Pro Pro He Gly Arg Pro Thr Ser Thr Pro Thr Pro 

170 175 180 

Pro Gin Leu Pro Ser Gin Val Pro Glu His Ser Pro Val Val Tyr 

185 190 195 

Gly Thr Val Glu Ser Ala His Leu Ala Ala Ser Thr Pro Val Thr 

200 205 210 

Ala Ala Ser Asp Gin Lys Gin Glu Glu Lys Pro Lys Pro Asp Pro 

215 220 225 

Val Leu Lys Ser Pro Ser Pro Val Leu Arg Leu Val Leu Ser Gly 
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230 235 240 

Glu Lys Lys Glu Gin Glu Gly Gin Thr Ser Glu Thr Thr Ala lie 

245 250 255 

Val Ser lie Ala Glu Leu Pro Leu Pro Pro Ser Pro Thr Thr Val 

260 265 270 

Ser Ser Val Ala Arg Ser Thr lie Ala Ala Pro Thr Ser Ser Ala 

275 280 285 

Leu Ser Ser Gin Pro lie Phe Thr Thr Ala He Asp Asp Arg Cys 

290 295 300 

Glu Leu Ser Ser Pro Arg Glu Asp Thr He Pro He Pro Ser Leu 

305 310 315 

Thr Ser Cys Thr Glu Thr Ser Asp Pro Leu Pro Thr Asn Glu Asn 

320 325 330 

Asp Asp Asp He Cys Lys Lys Pro Cys Ser Val Ala Pro Asn Asp 

335 340 345 

He Pro Leu Val Ser Ser Thr Asn Leu He Asn Glu He Asn Gly 

350 355 360 

Val Ser Glu Lys Leu Ser Ala Thr Glu Ser He Val Glu He Val 

365 370 375 

Lys Gin Glu Val Leu Pro Leu Thr Leu Glu Leu Glu He Leu Glu 

380 385 390 

Asn Pro Pro Glu Glu Met Lys Leu Glu Cys He Pro Ala Pro He 

395 400 405 

Thr Pro Ser Thr Val Pro Ser Phe Pro Pro Thr Pro Pro Thr Pro 

410 415 420 

Pro Ala Ser Pro Pro His Thr Pro Val He Val Pro Ala Ala Ala 

425 430 435 

Thr Thr Val Ser Ser Pro Ser Ala Ala He Thr Val Gin Arg Val 

440 445 450 

Leu Glu Glu Asp Glu Ser He Arg Thr Cys Leu Ser Glu Asp Ala 

455 460 465 

Lys Glu He Gin Asn Lys He Glu Val Glu Ala Asp Gly Gin Thr 

470 475 480 

Glu Glu He Leu Asp Ser Gin Asn Leu Asn Ser Arg Arg Ser Pro 

485 490 495 

Val Pro Ala Gin He Ala He Thr Val Pro Lys Thr Trp Lys Lys 

500 505 510 

Pro Lys Asp Arg Thr Arg Thr Thr Glu Glu Met Leu Glu Ala Glu 

515 520 525 

Leu Glu Leu Lys Ala Glu Glu Glu Leu Ser He Asp Lys Val Leu 

530 535 540 

Glu Ser Glu Gin Asp Lys Met Ser Gin Gly Phe His Pro Glu Arg 

545 550 555 

Asp Pro Ser Asp Leu Lys Lys Val Lys Ala Val Glu Glu Asn Gly 

560 565 570 

Glu Glu Ala Glu Pro Val Arg Asn Gly Ala Glu Ser Val Ser Glu 

575 580 585 

Gly Glu Gly He Asp Ala Asn Ser Gly Ser Thr Asp Ser Ser Gly 

590 595 600 

Asp Gly Val Thr Phe Pro Phe Lys Pro Glu Ser Trp Lys Pro Thr 

605 610 615 

Asp Thr Glu Gly Lys Lys Gin Tyr Asp Arg Glu Phe Leu Leu Asp 

620 625 630 

Phe Gin Phe Met Pro Ala Cys He Gin Lys Pro Glu Gly Leu Pro 

635 640 645 

Pro He Ser Asp Val Val Leu Asp Lys He Asn Gin Pro Lys Leu 

650 655 660 
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Pro 


Met 


Arg 


Thr 


Leu 


Asp 


Pro 


Arg 


He 


Leu 


Pro 


Arg 


Gly 


Pro 


Asp 










665 










670 










675 


Phe 


Thr 


Pro 


Ala 


Phe 


Ala 


Asp 


Phe 


Gly 


Arg 


Gin 


Thr 


Pro 


Gly 


Gly 










680 










685 










690 


Arg 


Gly 


Val 


Pro 


Leu 


Leu 


Asn 


Val 


Gly 


Ser 


Arg 


Arg 


Ser 


Gin 


Pro 










695 










700 










705 


Gly 


Gin 


Arg 


Arg 


Glu 


Pro 


Arg 


Lys 


He 


He 


Thr 


Val 


Ser 


Val 


Lys 










710 










715 










720 


Glu 


Asp 


Val 


His 


Leu 


Lys 


Lys 


Ala 


Glu 


Asn 


Ala 


Trp 


Lys 


Pro 


Ser 










725 










730 










735 


Gin 


Lys 


Arg 


Asp 


Ser 


Gin 


Ala 


Asp 


Asp 


Pro 


Glu 


Asn 


He 




Thr 










740 










745 










750 


Gin 


Glu 


Leu 


Phe 


Arg 


Lys 


Val 


Arg 


Ser 


He 


Leu 


Asn 


Lys 


Leu 


Thr 










755 










760 










765 


Pro 


Gin 


Met 


Phe 


Asn 


Gin 


Leu 


Met 


Lys 


Gin 


Val 


Ser 


Gly 


Leu 


Thr 










770 










775 










780 


Val 


Asp 


Thr 


Glu 


Glu 


Arg 


Leu 


Lys 


Gly Val 


He 


Asp 


Leu 


Val 


Phe 










785 










790 










795 


Glu 


Lys 


Ala 


He 


Asp 


Glu 


Pro 


Ser 


Phe 


Ser 


Val 


Ala 


Tyr 


Ala 


Asn 










800 










805 










810 


Met 


Cys 


Arg 


Cys 


Leu 


Val 


Thr 


Leu 


Lys 


Val 


Pro 


Met 


Ala 


Asp 


Lys 










815 










820 










825 


Pro 


Gly 


Asn 


Thr 


Val 


Asn 


Phe 


Arg 


Lys 


Leu 


Leu 


Leu 


Asn 


Arg 


Cys 










830 










835 










840 


Gin 


Lys 


Glu 


Phe 


Glu 


Lys 


Asp 


Lys 


Ala 


Asp 


Asp 


Asp 


Val 


Phe 


Glu 










845 










850 










855 


Lys 


Lys 


Gin 


Lys 


Glu 


Leu 


Glu 


Ala 


Ala 


Ser 


Ala 


Pro 


Glu 


Glu 


Arg 










860 










865 










870 


Thr 


Arg 


Leu 


His 


Asp 


Glu 


Leu 


Glu 


Glu 


Ala 


Lys 


Asp 


Lys 


Ala 


Arg 










875 










880 










885 


Arg 


Arg 


Ser 


He 


Gly 


Asn 


He 


Lys 


Phe 


He 


Gly 


Glu 


Leu 


Phe 


Lys 










890 










895 










900 


Leu 


Lys 


Met 


Leu 


Thr 


Glu 


Ala 


He 


Met 


His 


Asp 


Cys 


Val 


Val 


Lys 










905 










910 










915 


Leu 


Leu 


Lys 


Asn 


His 


Asp 


Glu 


Glu 


Ser 


Leu 


Glu 


Cys 


Leu 


Cys 


Arg 










920 










925 










930 


Leu 


Leu 


Thr 


Thr 


He 


Gly 


Lys 


Asp 


Leu 


Asp 


Phe 


Glu 


Lys 


Ala 


Lys 










935 










940 










945 


Pro 


Arg 


Met 


Asp 


Gin 


Tyr 


Phe 


Asn 


Gin 


Met 


Glu 


Lys 


He 


Val 


Lys 










950 










955 










960 


Glu 


Lys 


Lys 


Thr 


Ser 


Ser 


Arg 


He 


Arg 


Phe 


Met 


Leu 


Gin 


Asp 


Val 










965 










970 










975 


He 


Asp 


Leu 


Arg 


Leu 


Cys 


Asn 


Trp 


Val 


Ser 


Arg 


Arg 


Ala 


Asp 


Gin 










980 










985 










990 


Gly 


Pro 


Lys 


Thr 


He 


Glu 


Gin 


He 


His 


Lys 


Glu 


Ala 


Lys 


He 


Glu 










995 








1000 








1005 


Glu 


Gin 


Glu 


Glu 


Gin 


Arg 


Lys 


Val 


Gin 


Gin 


Leu 


Met 


Thr 


Lys 


Glu 








1010 








1015 








1020 


Lys 


Arg 


Arg 


Pro 


Gly 


Val 


Gin 


Arg 


Val 


Asp 


Glu 


Gly 


Gly 


Trp 


Asn 








1025 








1030 








1035 


Thr 


Val 


Gin 


Gly 


Ala 


Lys 


Asn 


Ser 


Arg 


Val 


Leu 


Asp 


Pro 


Ser 


Lys 








1040 








1045 








1050 


Phe 


Leu 


Lys 


He 


Thr 


Lys 


Pro 


Thr 


He 


Asp 


Glu 


Lys 


He 


Gin 


Leu 








1055 








1060 








1065 


Val 


Pro 


Lys 


Ala 


Gin 


Leu 


Gly 


Ser 


Trp 


Gly 


Lys 


Gly 


Ser 


Ser 


Gly 








1070 








1075 








1080 


Gly Ala 


Lys 


Ala 


Ser 


Glu 


Thr 


Asp 


Ala 


Leu 


Arg 


Ser 


Ser 


Ala 


Ser 
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1085 








1090 








1095 


Ser 


Leu 


Asn 


Arg Phe 


Ser 


Ala 


Leu 


Gin Pro 


Pro 


Ala 


Pro 


Ser Gly 








1100 








1105 








1110 


S&Y 


Thr 


Pro 


Ser Thr 


Pro 


Val 


Glu 


Phe Asp 


Ser 


Arg 


Arg 


Thr Leu 








1115 








1120 








1125 


Thr 


Ser 


Arcr 


Gly Ser 


Met 


Gly 


Arg 


Glu Lys 


Asn 


Asp 


Lys 


Pro Leu 






1130 








1135 








1140 


Pro 


Ser 


Ala 


Thr Ala 


Arg 


Pro 


Asn 


Thr Phe 


Met 


Arg 


Gly 


Gly Ser 








1145 








1150 








1155 


Ser 


Lys 


Asp 


Leu Leu 


Asp 


Asn 


Gin 


Ser Gin 


Glu 


Glu 


Gin 


Arg Arg 




1160 








1165 








1170 


Glu 


Met 


Leu 


Glu Thr 


Val 


Lys 


Gin 


Leu Thr 


Gly 


Gly 


Val 


Asp Val 








1175 








1180 








1185 


Glu 




Asn 


Ser Thr 


Glu 


Ala 


Glu 


Arg Asn 


Lys 


Thr 


Arg 


Glu Ser 






1190 








1195 








1200 


Ala 


Lys 


Pro 


Glu He 


Ser 


Ala 


Met 


Ser Ala 


His 


Asp 


Lys 


Ala Ala 






1205 








1210 








1215 


Leu 


Ser 


Glu 


Glu Glu 


Leu 


Glu 


Arg 


Lys Ser 


Lys 


Ser 


He 


He Asp 








1220 








1225 








1230 


Glu 


Phe 


Leu 


His He 


Asn 


Asp 


Phe 


Lys Glu 


Ala 


Met 


Gin 


Cys Val 








1235 








1240 








1245 


Glu 


Glu 


Leu 


Asn Ala 


Gin 


Gly 


Leu 


Leu His 


Val 


Phe 


Val 


Arg Val 








1250 








1255 








1260 


Gly 


Val 


Glu 


Ser Thr 


Leu 


Glu 


Arg 


Ser Gin 


He 


Thr 


Arg 


Asp His 






1265 








1270 








1275 


Met 


Gly 


Gin 


Leu Leu 


Tvr 


Gin 


Leu 


Val Gin 


Ser 


Glu 


Lys 


Leu Ser 






1280 








1285 








1290 




Gin 


Asp 


Phe Phe 


Lvs 


Gly 


Phe 


Ser Glu 


Thr 


Leu 


Glu 


Leu Ala 






1295 








1300 








1305 


Asp 


Asp 


Met 


Ala He 


Asp 


He 


Pro 


His He 


Trp 


Leu 


Tyr 


Leu Ala 




1310 








1315 








1320 


Glu 


Leu 


Val 


Thr Pro 


Met 


Leu 


Lys 


Glu Gly 


Gly 


He 


Ser 


Met Arg 








1325 








1330 








1335 


Glu 


Leu 


Thr 


He Glu 


Phe 


Ser 


Lys 


Pro Leu 


Leu 


Pro 


Val 


Gly Arg 








1340 








1345 








1350 


Ala 


Glv 


Val 


Leu Leu 


Ser 


Glu 


He 


Leu His 


Leu 


Leu 


Cys 


Lys Gin 






1355 








1360 








1365 


Met 


Ser 


His 


Lys Lys 


Val 


Gly Ala 


Leu Trp 


Arg 


Glu 


Ala 


Asp Leu 








1370 








1375 








1380 


Ser 


Trp 


Lys 


Asp Phe 


Leu 


Pro 


Glu 


Gly Glu 


Asp 


Val 


His 


Asn Phe 




1385 








1390 








1395 


Leu 


Leu 


Glu 


Gin Lys 


Leu 


Asp 


Phe 


He Glu 


Ser 


Asp 


Ser 


Pro Cys 








1400 








1405 








1410 


Ser 


Ser 


Glu 


Ala Leu 


Ser 


Lys 


Lys 


Glu Leu 


Ser 


Ala 


Glu 


Glu Leu 








1415 








1420 








1425 


Tyr 


Lys 


Arcr 


Leu Glu 


Lys 


Leu 


He 


He Glu 


Asp 


Lys 


Ala 


Asn Asp 




1430 








1435 








1440 


Glu 


Gin 


lie 


Phe Asp 


Trp 


Val 


Glu 


Ala Asn 


Leu 


Asp 


Glu 


He Gin 








1445 








1450 








1455 


Met 


Ser 


Ser 


Pro Thr 


Phe 


Leu 


Arg 


Ala Leu 


Met 


Thr 


Ala 


Val Cys 








1460 








1465 








1470 


Lys 


Ala 


Ala 


He He 


Ala 


Asp 


Ser 


Ser Thr 


Phe 


Arg 


Val 


Asp Thr 






1475 








1480 








1485 


Ala 


Val 


He 


Lys Gin 


Arg 


Val 


Pro 


He Leu 


Leu 


Lys 


Tyr 


Leu Asp 








1490 








1495 








1500 


Ser 


Asp 


Thr 


Glu Lys 


Glu 


Leu 


Gin 


Ala Leu 


Tyr 


Ala 


Leu 


Gin Ala 






1505 








1510 








1515 
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Ser lie Val Lys Leu Asp Gin Pro Ala Asn Leu Leu Arg Met Phe 

1520 1525 1530 

Phe Asp Cys Leu Tyr Asp Glu Glu Val He Ser Glu Asp Ala Phe 

1535 1540 1545 

Tyr Lys Trp Glu Ser Ser Lys Asp Pro Ala Glu Gin Asn Gly Lys 

1550 1555 1560 

Gly Val Ala Leu Lys Ser Val Thr Ala Phe Phe Thr Trp Leu Arg 

1565 1570 1575 

Glu Ala Glu Glu Glu Ser Glu Asp Asn 

1580 



<210> 3 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No. : 2950994CD1 

<400> 3 

Met Phe Gly Val Thr Gly Pro Gly Leu Glu Gin Ser Ser Gin Leu 

15 10 15 

Leu Glu Glu Phe Leu Ser Leu Gin Met Glu He Leu Thr Glu Leu 

20 25 30 

Gly Leu His Phe Arg Val Leu Asp Met Pro Thr Gin Glu Leu Gly 

35 40 45 

Leu Pro Ala Tyr Arg Lys Phe Asp He Glu Ala Trp Met Pro Gly 

50 55 60 

Arg Gly Arg Phe Gly Glu Val Thr Ser Ala Ser Asn Cys Thr Asp 

65 70 75 

Phe Gin Ser Arg Arg Leu His He Met Phe Gin Thr Glu Ala Gly 

80 85 90 

Glu Leu Gin Phe Ala His Thr Val Asn Ala Thr Ala Cys Ala Val 

95 100 105 

Pro Arg Leu Leu He Ala Leu Leu Glu Ser Asn Gin Gin Lys Asp 

110 115 120 

Gly Ser Val Leu Val Pro Pro Ala Leu Gin Ser Tyr Leu Gly Thr 

125 130 135 

Asp Arg He Thr Ala Pro Thr His Val Pro Leu Gin Tyr He Gly 

140 145 150 

Pro Asn Gin Pro Arg Lys Pro Gly Leu Pro Gly Gin Pro Ala Val 

155 160 165 

Ser 



<210> 4 

<211> 531 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 3461657CD1 

<400> 4 



6/42 



?R? lift. «8 3™* '"J 11 ~ l 

^- 5-j> > v ■ „.u„ y^j; ..fj, „J|.. 



WO OO/l 5799 PCT7US99/2 1 688 



Met 


Cys 


Ser 


Leu 


Ala 


Ser 


Gly 


Ala 


Thr 


Gly Gly Arg 


Gly Ala 


Val 


l 








5 










10 










15 


Glu 


Asn 


Glu 


Glu 


Asp 


Leu 


Pro 


Glu 


Leu 


Ser 


Asp 


Ser 


Gly Asp 


Glu 










20 










25 










30 


Ala 


Ala 


Trp 


Glu 


Asp 
35 


Glu 


Asp 


Asp 


Ala 


Asp 
40 


Leu 


Pro 


His 


Gly 


Lys 
45 


Gin 


Gin 


Thr 


Pro 


Cys 
50 


Leu 


Phe 


Cys 


Asn 


Arg 
55 


Leu 


Phe 


Thr 


Ser 


Ala 
60 


Glu 


Glu 


Thr 


Phe 


Ser 
65 


His 


Cys 


Lys 


Ser 


Glu 
70 


His 


Gin 


Phe 


Asn 


He 
75 


Asp 


Ser 


Met 


Val 


His 


Lys 


His 


Gly 


Leu 


Glu 


Phe 


Tyr 


Gly Tyr 


He 










80 










85 










90 


Lys 


Leu 


He 


Asn 


Phe 
95 


He 


Arg 


Leu 


Lys 


Asn 
100 


Pro 


Thr 


Val 


Glu 


Tyr 
105 


Met 


Asn 


Ser 


He 


Tyr 
110 


Asn 


Pro 


Val 


Pro 


Trp 
115 


Glu 


Lys 


Glu 


Glu 


Tyr 
120 


Leu 


Lys 


Pro 


Val 


Leu 
125 


Glu 


Asp 


Asp 


Leu 


Leu 
130 


Leu 


Gin 


Phe 


Asp 


Val 
135 


Glu 


Asp 


Leu 


Tyr 


Glu 
140 


Pro 


Val 


Ser 


Val 


Pro 
145 


Phe 


Ser 


Tyr 


Pro 


Asn 
150 


Gly 


Leu 


Ser 


Glu 


Asn 
155 


Thr 


Ser 


Val 


Val 


Glu 
160 


Lys 


Leu 


Lys 


His 


Met 
165 


Glu 


Ala 


Arg 


Ala 


Leu 
170 


Ser 


Ala 


Glu 


Ala 


Ala 
175 


Leu 


Ala 


Arg 


Ala 


Arg 
180 


Glu 


Asp 


Leu 


Gin 


Lys 
185 


Met 


Lys 


Gin 


Phe 


Ala 
190 


Gin 


Asp 


Phe 


Val 


Met 
195 


His 


Thr 


Asp 


Val 


Arg 
200 


Thr 


Cys 


Ser 


Ser 


Ser 
205 


Thr 


Ser 


Val 


He 


Ala 
210 


Asp 


Leu 


Gin 


Glu 


Asp 


Glu 


Asp 


Gly Val 


Tyr 


Phe 


Ser 


Ser 


Tyr 


Gly 










215 










220 










225 


His 


Tyr 


Gly 


He 


His 
230 


Glu 


Glu 


Met 


Leu 


Lys 
235 


Asp 


Lys 


He 


Arg 


Thr 
240 


Glu 


Ser 


Tyr 


Arg 


Asp 
245 


Phe 


He 


Tyr 


Gin 


Asn 
250 


Pro 


His 


He 


Phe 


Lys 
255 


Asp 


Lys 


Val 


Val 


Leu 
260 


Asp 


Val 


Gly 


Cys 


Gly 
265 


Thr 


Gly 


He 


Leu 


Ser 
270 


Met 


Phe 


Ala 


Ala 


Lys 


Ala 


Gly 


Ala 


Lys 


Lys 


Val 


Leu 


Gly Val 


Asp 










275 










280 










285 


Gin 


Ser 


Glu 


He 


Leu 
290 


Tyr 


Gin 


Ala 


Met 


Asp 
295 


He 


He 


Arg 


Leu 


Asn 
300 


Lys 


Leu 


Glu 


Asp 


Thr 
305 


He 


Thr 


Leu 


He 


Lys 
310 


Gly 


Lys 


He 


Glu 


Glu 
315 


Val 


His 


Leu 


Pro 


Val 
320 


Glu 


Lys 


Val 


Asp 


Val 
325 


He 


He 


Ser 


Glu 


Trp 
330 


Met 


Gly 


Tyr 


Phe 


Leu 
335 


Leu 


Phe 


Glu 


Ser 


Met 
340 


Leu 


Asp 


Ser 


Val 


Leu 
345 


Tyr 


Ala 


Lys 


Asn 


Lys 
350 


Tyr 


Leu 


Ala 


Lys 


Gly 
355 


Gly 


Ser 


Val 


Tyr 


Pro 
360 


Asp 


He 


Cys 


Thr 


He 
365 


Ser 


Leu 


Val 


Ala 


Val 
370 


Ser 


Asp 


Val 


Asn 


Lys 
375 


His 


Ala 


Asp 


Arg 


He 
380 


Ala 


Phe 


Trp 


Asp 


Asp 
385 


Val 


Tyr 


Gly 


Phe 


Lys 
390 


Met 


Ser 


Cys 


Met 


Lys 
395 


Lys 


Ala 


Val 


He 


Pro 
400 


Glu 


Ala 


Val 


Val 


Glu 
405 


Val 


Leu 


Asp 


Pro 


Lys 
410 


Thr 


Leu 


He 


Ser 


Glu 
415 


Pro 


Cys 


Gly 


He 


Lys 
420 


His 


He 


Asp 


Cys 


His 


Thr 


Thr 


Ser 


He 


Ser 


Asp 


Leu 


Glu 


Phe 


Ser 
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425 










430 










435 


Ser 


Asp 


Phe 


Thr 


Leu 
440 


Lys 


He 


Thr 


Arg 


Thr 
445 


Ser 


Met 


Cys 


Thr 


Ala 
450 


He 


Ala 


Gly 


Tyr 


Phe 
455 


Asp 


He 


Tyr 


Phe 


Glu 
460 


Lys 


Asn 


Cys 


His 


Asn 
465 


Arg 


Val 


Val 


Phe 


Ser 
470 


Thr 


Gly 


Pro 


Gin 


Ser 
475 


Thr 


Lys 


Thr 


His 


Trp 
480 


Lys 


Gin 


Thr 


val 


Phe 
485 


Leu 


Leu 


Glu 


Lys 


Pro 
490 


Phe 


Ser 


Val 


Lys 


Ala 
495 


Gly Glu 


Ala 


Leu 


Lys 


Gly 


Lys 


Val 


Thr 


Val 


His 


Lys 


Asn 


Lys 


Lys 










500 










505 










510 


Asp 


Pro 


Arg 


Ser 


Leu 
515 


Thr 


Val 


Thr 


Leu 


Thr 
520 


Leu 


Asn 


Asn 


Ser 


Thr 
525 


Gin 


Thr 


Tyr 


Gly 


Leu 
530 


Gin 





















<210> 5 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 053076CD1 

<400> 5 

Met Ala Ser Val Val Leu Ala Leu Arg Thr Arg Thr Ala Val Thr 

15 10 15 

Ser Leu Leu Ser Pro Thr Pro Ala Thr Ala Leu Ala Val Arg Tyr 

20 25 30 

Ala Ser Lys Lys Ser Gly Gly Ser Ser Lys Asn Leu Gly Gly Lys 

35 40 45 

Ser Ser Gly Arg Arg Gin Gly He Lys Lys Met Glu Gly His Tyr 

50 55 60 

Val His Ala Gly Asn He He Ala Thr Gin Arg His Phe Arg Trp 

65 70 75 

His Pro Gly Ala His Val Gly Val Gly Lys Asn Lys Cys Leu Tyr 

80 85 90 

Ala Leu Glu Glu Gly He Val Arg Tyr Thr Lys Glu Val Tyr Val 

95 100 105 

Pro His Pro Arg Asn Thr Glu Ala Val Asp Leu He Thr Arg Leu 

110 115 120 

Pro Lys Gly Ala Val Leu Tyr Lys Thr Phe Val His Val Val Pro 

125 130 135 

Ala Lys Pro Glu Gly Thr Phe Lys Leu Val Ala Met Leu 

140 145 



<210> 6 

<211> 317 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 1292379CD1 



8/42 



■O m -7.0 "-P 1 jyuo ^ jr-a -a? ^ c-' inj 



WO 00/1 5799 PCT/US99/2 1 688 



<400> 6 



Met 


Met 


Ser 


Phe 


His 


Ser 


Asn 


Arg 


Pro 


Ser 


Lys 


Arg 


Phe 


Cys 


lie 


1 








5 










10 










15 


Phe 


Lys 


Lys 


His 


Ser 
20 


Glu 


Asn 


Leu 


Arg 


Gly 
25 


He 


Thr 


Leu 


Val 


Cys 
30 


Leu 


Asn 


Cys 


Asp 


Phe 
35 


Leu 


Ser 


Asp 


Val 


Ser 
40 


Gly 


Leu 


Asp 


Asn 


Met 
45 


Ala 


Thr 


His 


Leu 


Ser 
50 


Gin 


His 


Lys 


Thr 


His 
55 


Thr 


Cys 


Gin 


Val 


Val 
60 


Met 


Gin 


Lys 


Val 


Ser 
65 


Val 


Cys 


He 


Pro 


Thr 
70 


Ser 


Glu 


His 


Leu 


Ser 
75 


Glu 


Leu 


Lys 


Lys 


Glu 
80 


Ala 


Pro 


Ala 


Lys 


Glu 
85 


Gin 


Glu 


Pro 


Val 


Ser 
90 


Lys 


Glu 


He 


Ala 


Arg 
95 


Pro 


Asn 


Met 


Ala 


Glu 
100 


Arg 


Glu 


Thr 


Glu 


Thr 
105 


Ser 


Asn 


Ser 


Glu 


Ser 
110 


Lys 


Gin 


Asp 


Lys 


Ala 
115 


Ala 


Ser 


Ser 


Lys 


Glu 
120 


Lys 


Asn 


Gly 


Cys 


Asn 
125 


Ala 


Asn 


Ser 


Phe 


Glu 
130 


Gly 


Ser 


Ser 


Thr 


Thr 
135 


Lys 


Ser 


Glu 


Glu 


Ser 
140 


He 


Thr 


Val 


Ser 


Asp 
145 


Lys 


Glu 


Asn 


Glu 


Thr 
150 


Cys 


Leu 


Ala 


Asp 


Gin 
155 


Glu 


Thr 


Gly 


Ser 


Lys 
160 


Asn 


He 


Val 


Ser 


Cys 
165 


Asp 


Ser 


Asn 


He 


Gly Ala 


Asp 


Lys 


Val 


Glu 


Lys 


Lys 


Lys 


Gin 


He 










170 










175 










180 


Gin 


His 


Val 


Cys 


Gin 
185 


Glu 


Met 


Glu 


Leu 


Lys 
190 


Met 


Cys 


Gin 


Ser 


Ser 
195 


Glu 


Asn 


He 


He 


Leu 
200 


Ser 


Asp 


Gin 


He 


Lys 
205 


Asp 


His 


Asn 


Ser 


Ser 
210 


Glu 


Ala 


Arg 


Phe 


Ser 
215 


Ser 


Lys 


Asn 


He 


Lys 
220 


Asp 


Leu 


Arg 


Leu 


Ala 
225 


Ser 


Asp 


Asn 


Val 


Ser 
230 


He 


Asp 


Gin 


Phe 


Leu 
235 


Arg 


Lys 


Arg 


His 


Glu 
240 


Pro 


Glu 


Ser 


Val 


Ser 
245 


Ser 


Asp 


Val 


Ser 


Glu 
250 


Gin 


Gly 


Ser 


He 


His 
255 


Leu 


Glu 


Pro 


Leu 


Thr 
260 


Pro 


Ser 


Glu 


Val 


Leu 
265 


Glu 


Tyr 


Glu 


Ala 


Thr 
270 


Glu 


lie 


Leu 


Gin 


Lys 
275 


Gly 


Ser 


Gly 


Asp 


Pro 
280 


Ser 


Ala 


Lys 


Thr 


Asp 
285 


Glu 


Val 


Val 


Ser 


Asp 
290 


Gin 


Thr 


Asp 


Asp 


He 
295 


Pro 


Gly 


Gly 


Asn 


Asn 
300 


Pro 


Ser 


Thr 


Thr 


Glu 
305 


Ala 


Thr 


Val 


Asp 


Leu 
310 


Glu 


Asp 


Glu 


Lys 


Glu 
315 



Arg Ser 



<210> 7 

<211> 278 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No. : 1437783CD1 
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<400> 7 

Met Ala Ala Leu Phe Leu Lys Arg Leu Thr Leu Gin Thr Val Lys 
15 10 15 

Ser Glu Asn Ser Cys lie Arg Cys Phe Gly Lys His lie Leu Gin 
20 25 30 

Lys Thr Ala Pro Ala Gin Leu Ser Pro lie Ala Ser Ala Pro Arg 
35 40 45 

Leu Ser Phe Leu lie His Ala Lys Ala Phe Ser Thr Ala Glu Asp 
50 55 60 

Thr Gin Asn Glu Gly Lys Lys Thr Lys Lys Asn Lys Thr Ala Phe 
65 70 75 

Ser Asn Val Gly Arg Lys lie Ser Gin Arg Val lie His Leu Phe 
80 85 90 

Asp Glu Lys Gly Asn Asp Leu Gly Asn Met His Arg Ala Asn Val 
95 100 105 

lie Arg Leu Met Asp Glu Arg Asp Leu Arg Leu Val Gin Arg Asn 

110 115 120 

Thr Ser Thr Glu Pro Ala Glu Tyr Gin Leu Met Thr Gly Leu Gin 

125 130 135 

lie Leu Gin Glu Arg Gin Arg Leu Arg Glu Met Glu Lys Ala Asn 

140 145 150 

Pro Lys Thr Gly Pro Thr Leu Arg Lys Glu Leu lie Leu Ser Ser 

155 160 165 

Asn lie Gly Gin His Asp Leu Asp Thr Lys Thr Lys Gin lie Gin 

170 175 180 

Gin Trp lie Lys Lys Lys His Leu Val Gin lie Thr lie Lys Lys 

185 190 195 

Gly Lys Asn Val Asp Val Ser Glu Asn Glu Met Glu Glu lie Phe 

200 205 210 

His Gin lie Leu Gin Thr Met Pro Gly lie Ala Thr Phe Ser Ser 

215 220 225 

Arg Pro Gin Ala Val Gin Gly Gly Lys Ala Leu Met Cys Val Leu 

230 235 240 

Arg Ala Leu Ser Lys Asn Glu Glu Lys Ala Tyr Lys Glu Thr Gin 

245 250 255 

Glu Thr Gin Glu Arg Asp Thr Leu Asn Lys Asp His Gly Asn Asp 

260 265 270 

Lys Glu Ser Asn Val Leu His Gin 

275 



<210> 8 

<211> 586 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 1557635CD1 

<400> 8 

Met Ser Ala Thr Val Val Asp Ala Val Asn Ala Ala Pro Leu Ser 
15 10 15 

Gly Ser Lys Glu Met Ser Leu Glu Glu Pro Lys Lys Met Thr Arg 

20 25 30 

Glu Asp Trp Arg Lys Lys Lys Glu Leu Glu Glu Gin Arg Lys Leu 

35 40 45 
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Gly Asn Ala 
Pro His lie 
Pro Ser Lys 
Lys Gin Lys 
Val Lys Glu 
Glu Asn Cys 
Arg Pro Arg 
Pro Asp Glu 
Lys Arg Asp 
lie Val Glu 
Lys Ala Gin 
Glu Gin Ala 
Asn Ser Gin 
Asp Lys Tyr 
Ser Lys Arg 
lie Ala Lys 
Asp Pro Lys 
Gly Lys Asn 
Arg Tyr Thr 
Ala Trp Glu 
Asp Pro Thr 
Lys Glu Asp 
Tyr Gly Gly 
Leu Ala Gin 
Val lie Lys 
Glu Asp Val 
Trp Lys Glu 
Lys Tyr Ser 
Ser Glu Glu 



Pro Ala Glu 
50 

Pro Gin Tyr 
65 

Arg Pro Thr 
80 

Gin Phe Ser 
95 

Asn Ser lie 
110 

Gly Ala Met 
125 

Arg Val Gly 
14 0 

His Val Gin 
155 

Arg Trp Asn 
170 

Glu Tyr Ala 
185 

Lys Leu Gin 

200 
Asn Ser Pro 

215 
Thr Glu Lys 

230 
Ala Asp Asp 

245 

Arg lie Thr 

260 
Tyr Leu Arg 

275 

Thr Arg Ala 

290 
Pro Asp Glu 

305 

Gly Asp Thr 
320 

Ala Tyr Asp 
335 

Lys Leu Glu 
350 

Phe Lys Glu 

365 
Gin Glu His 

380 
Thr Glu Asp 

395 
Gly Gin Glu 

410 
Lys lie His 

425 
Gly Arg Trp 

440 
Tyr Cys Thr 

455 
Cys lie He 



Val Asp Glu 
He Ser Ser 
Leu Lys His 
Ser Ser Gly 
He Thr Lys 
Thr His Lys 
Ala Lys Phe 
Pro Gin Leu 
Gly Tyr Asn 
Lys Val Asp 
Glu Glu Leu 
Lys His Gin 
Asp His Asn 
He Asp Met 
Val Arg Asn 
Asn Leu Asp 
Met Arg Glu 
Val Ser Tyr 
He Ser Met 
Lys Gly Ser 
Leu Leu Tyr 
Gin Gin Lys 
Leu Asp Ala 
Tyr Val Glu 
Arg Ala Val 
Asn His Thr 
Gly Tyr Lys 
Gly Glu Ala 
Asn Glu He 



Glu Gly Lys 
55 

Val Pro Trp 
70 

Gin Arg Pro 
85 

Glu Trp Tyr 
100 

Tyr Arg Lys 
115 

Lys Lys Asp 
130 

Thr Gly Thr 
145 

Met Phe Asp 
160 

Pro Glu Glu 
175 

Leu Ala Lys 
190 

Ala Ser Gly 
205 

Trp Gly Glu 
220 

Ser Glu Asp 
235 

Pro Gly Gin 
250 

Leu Arg He 
265 

Pro Asn Ser 
280 

Asn Pro Tyr 
295 

Ala Gly Asp 
310 

Ala Gin Thr 
325 

Glu Val His 
340 

Lys Ser Phe 
355 

Glu Ser He 
370 

Pro Pro Ala 
385 

Tyr Ser Arg 
400 

Ala Cys Ser 
415 

His He Trp 
430 

Cys Cys His 
445 

Gly Lys Glu 
460 

Thr Gly Glu 



Asp He Asn 
60 

Tyr He Asp 
75 

Gin Pro Glu 
90 

Lys Arg Gly 
105 

Gly Ala Cys 
120 

Cys Phe Glu 
135 

Asn He Ala 
150 

Tyr Asp Gly 
165 

His Met Lys 
180 

Arg Thr Leu 
195 

Lys Leu Val 
210 

Glu Glu Pro 
225 

Glu Asp Glu 
240 

Asn Phe Asp 
255 

Arg Glu Asp 
270 

Ala Tyr Tyr 
285 

Ala Asn Ala 
300 

Asn Phe Val 
315 

Gin Leu Phe 
330 

Leu Gin Ala 
345 

Lys Val Lys 
360 

Leu Glu Lys 
375 

Glu Leu Leu 
390 

His Gly Thr 
405 

Lys Tyr Glu 
420 

Gly Ser Tyr 
435 

Ser Phe Phe 
450 

He Val Asn 
465 

Glu Ser Val 
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Lys Lys Pro 
Glu Glu Lys 
Ser Ser Ser 
Lys Lys Ala 
Glu Thr Met 
Tyr Glu Thr 
Met Lys Arg 
Gin 



470 
Gin Thr Leu 

485 
Lys Lys Lys 

500 
Asp Ser Asp 

515 
Leu Asn Ala 

530 

Gin lie Asp 

545 
Arg Glu Pro 

560 
Gin Arg Pro 

575 



Met Glu Leu 
Lys Lys Lys 
Asp Glu Glu 
Glu Glu Ala 
Glu Arg Lys 
Thr Glu Glu 
Asp Asp Pro 



475 

His Gin Glu 
490 

Lys Lys Lys 
505 

Lys Lys His 
520 

Arg Leu Leu 
535 

Arg Pro Tyr 
550 

Glu Met Glu 
565 

Met Ala Ser 
580 



480 

Lys Leu Lys 
495 

His Arg Lys 
510 

Glu Lys Leu 
525 

His Val Lys 
540 

Asn Ser Met 
555 

Ala Tyr Arg 
570 

Phe Leu Gly 
585 



<210> 9 

<211> 384 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2049352CD1 



<400> 9 
Met Lys Pro 
1 

Thr Phe Ser 
Asn Thr Val 
Arg Pro Pro 
Glu Leu Lys 
Lys Trp Arg 
Tyr lie Ser 
Thr Phe Leu 
Ala Arg Leu 
Arg Ser Leu 
lie Met Asn 
Tyr Ser Gin 
Tyr Tyr lie 
Ser Met Asp 
Trp Val Arg 



His Phe Arg 
5 

Tyr Asn Phe 
20 

Trp Leu Cys 
35 

Leu Asp Ala 
50 

Tyr His Pro 
65 

Lys Leu His 
80 

Trp Ser Pro 
95 

Ala Glu Asp 

110 
Tyr Tyr Phe 

125 
Cys Gin Lys 

140 

Tyr Asp Glu 
155 

Arg Glu Leu 

170 
Leu Leu His 

185 
Pro Pro Thr 

200 
Gly Arg His 



Asn Thr Val 
Tyr Asn Arg 
Tyr Glu Val 
Lys lie Phe 
Glu Met Arg 
Arg Asp Gin 
Cys Thr Lys 
Pro Lys Val 
Trp Asp Pro 
Arg Asp Gly 
Phe Gin His 
Phe Glu Pro 
lie Met Leu 
Phe Thr Phe 
Glu Thr Tyr 



Glu Arg Met 
10 

Pro lie Leu 
25 

Lys Thr Lys 
40 

Arg Gly Gin 
55 

Phe Phe His 
70 

Glu Tyr Glu 
85 

Cys Thr Arg 
100 

Thr Leu Thr 
115 

Asp Tyr Gin 
130 

Pro Arg Ala 
145 

Cys Trp Ser 
160 

Trp Asn Asn 
175 

Gly Glu lie 
190 

Asn Phe Asn 
205 

Leu Cys Tyr 



Tyr Arg Asp 
15 

Ser Arg Arg 
30 

Gly Pro Ser 
45 

Val Tyr Ser 
60 

Trp Phe Ser 
75 

Val Thr Trp 
90 

Asp Met Ala 
105 

lie Phe Val 
120 

Glu Ala Leu 
135 

Thr Met Lys 
150 

Lys Phe Val 
165 

Leu Pro Lys 
180 

Leu Arg His 
195 

Asn Glu Pro 
210 

Glu Val Glu 
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215 220 225 

Arg Met His Asn Asp Thr Trp Val Leu Leu Asn Gin Arg Arg Gly 

230 235 240 

Phe Leu Cys Asn Gin Ala Pro His Lys His Gly Phe Leu Glu Gly 

245 250 255 

Arg His Ala Glu Leu Cys Phe Leu Asp Val lie Pro Phe Trp Lys 

260 265 270 

Leu Asp Leu Asp Gin Asp Tyr Arg Val Thr Cys Phe Thr Ser Trp 

275 280 285 

Ser Pro Cys Phe Ser Cys Ala Gin Glu Met Ala Lys Phe He Ser 

290 295 300 

Lys Asn Lys His Val Ser Leu Cys He Phe Thr Ala Arg He Tyr 

305 310 315 

Asp Asp Gin Gly Arg Cys Gin Glu Gly Leu Arg Thr Leu Ala Glu 

320 325 330 

Ala Gly Ala Lys He Ser He Leu Thr Tyr Ser Glu Phe Lys His 

335 340 345 

Cys Trp Asp Thr Phe Val Asp His Gin Gly Cys Pro Phe Gin Pro 

350 355 360 

Trp Asp Gly Leu Glu Glu His Ser Gin Ala Leu Ser Gly Arg Leu 

365 370 375 
Arg Gly He Leu Gin Asn Gin Gly Ser 

380 



<210> 10 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_ f eature 

<223> Incyte ID No.: 2231663CD1 

<400> 10 

Met Ala Ala Ala Val Arg Cys Met Gly Arg Ala Leu He His His 

15 10 15 

Gin Arg His Ser Leu Ser Lys Met Val Tyr Gin Thr Ser Leu Cys 

20 25 30 

Ser Cys Ser Val Asn He Arg Val Pro Asn Arg His Phe Ala Ala 

35 40 45 

Ala Thr Lys Ser Ala Lys Lys Thr Lys Lys Gly Ala Lys Glu Lys 

50 55 60 

Thr Pro Asp Glu Lys Lys Asp Glu He Glu Lys He Lys Ala Tyr 

65 70 75 

Pro Tyr Met Glu Gly Glu Pro Glu Asp Asp Val Tyr Leu Lys Arg 

80 85 90 

Leu Tyr Pro Arg Gin He Tyr Glu Val Glu Lys Ala Val His Leu 

95 100 105 

Leu Lys Lys Phe Gin He Leu Asp Phe Thr Ser Pro Lys Gin Ser 

110 115 120 

Val Tyr Leu Asp Leu Thr Leu Asp Met Ala Leu Gly Lys Lys Lys 

125 130 135 

Asn Val Glu Pro Phe Thr Ser Val Leu Ser Leu Pro Tyr Pro Phe 

140 145 150 

Ala Ser Glu He Asn Lys Val Ala Val Phe Thr Glu Asn Ala Ser 

155 160 165 
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Glu Val Lys lie Ala Glu Glu Asn Gly Ala Ala Phe Ala Gly Gly 

170 175 180 

Thr Ser Leu lie Gin Lys lie Trp Asp Asp Glu He Val Ala Asp 

185 190 195 

Phe Tyr Val Ala Val Pro Glu He Met Pro Glu Leu Asn Arg Leu 

200 205 210 

Arg Lys Lys Leu Asn Lys Lys Tyr Pro Lys Leu Ser Arg Asn Ser 

215 220 225 

He Gly Arg Asp He Pro Lys Met Leu Glu Leu Phe Lys Asn Gly 

230. 235 240 

His Glu He Lys Val Asp Glu Glu Arg Glu Asn Phe Leu Gin Thr 

245 250 255 

Lys He Ala Thr Leu Asp Met Ser Ser Asp Gin He Ala Ala Asn 

260 265 270 

Leu Gin Ala Val He Asn Glu Val Cys Arg His Arg Pro Leu Asn 

275 280 285 

Leu Gly Pro Phe Val Val Arg Ala Phe Leu Arg Ser Ser Thr Ser 

290 295 300 

Glu Gly Leu Leu Leu Lys He Asp Pro Leu Leu Pro Lys Glu Val 

305 310 315 
Lys Asn Glu Glu Ser Glu Lys Glu Asp Ala 



<210> 11 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 2604449CD1 
<400> 11 

Met Gly Asp Pro Glu Arg Pro Glu Ala Ala Gly Leu Asp Gin Asp 

15 10 15 

Glu Arg Ser Ser Ser Asp Thr Asn Glu Ser Glu He Lys Ser Asn 

20 25 30 

Glu Glu Pro Leu Leu Arg Lys Ser Ser Arg Arg Phe Val He Phe 

35 40 45 

Pro lie Gin Tyr Pro Asp He Trp Lys Met Tyr Lys Gin Ala Gin 

50 55 60 

Ala Ser Phe Trp Thr Ala Glu Glu Val Asp Leu Ser Lys Asp Leu 

65 70 75 

Pro His Trp Asn Lys Leu Lys Ala Asp Glu Lys Tyr Phe He Ser 

80 85 90 

His He Leu Ala Phe Phe Ala Ala Ser Asp Gly He Val Asn Glu 

95 100 105 

Asn Leu Val Glu Arg Phe Ser Gin Glu Val Gin Val Pro Glu Ala 

110 115 120 

Arg Cys Phe Tyr Gly Phe Gin He Leu He Glu Asn Val His Ser 

125 130 135 

Glu Met Tyr Ser Leu Leu He Asp Thr Tyr He Arg Asp Pro Lys 

140 145 150 

Lys Arg Glu Phe Leu Phe Asn Ala He Glu Thr Met Pro Tyr Val 

155 160 165 

Lys Lys Lys Ala Asp Trp Ala Leu Arg Trp He Ala Asp Arg Lys 



320 



325 
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170 










175 










180 


Ser 


Thr 


Phe 


Gly 


Glu 
185 


Arg 


Val 


Val 


Ala 


Phe 
190 


Ala 


Ala 


Val 


Glu 


Gly 
195 


Val 


Phe 


Phe 


Ser 


Gly 
200 


Ser 


Phe 


Ala 


Ala 


He 
205 


Phe 


Trp 


Leu 


Lys 


Lys 
210 


Arg 


Gly 


Leu 


Met 


Pro 
215 


Gly 


Leu 


Thr 


Phe 


Ser 
220 


Asn 


Glu 


Leu 


He 


Ser 
225 


Arg 


Asp 


Glu 


Gly 


Leu 
230 


His 


Cys 


Asp 


Phe 


Ala 
235 


Cys 


Leu 


Met 


Phe 


Gin 
240 


Tyr 


Leu 


Val 


Asn 


Lys 
245 


Pro 


Ser 


Glu 


Glu 


Arg 
250 


Val 


Arg 


Glu 


He 


He 
255 


Val 


Asp 


Ala 


Val 


Lys 
260 


He 


Glu 


Gin 


Glu 


Phe 
265 


Leu 


Thr 


Glu 


Ala 


Leu 
270 


Pro 


Val 


Gly 


Leu 


He 
275 


Gly 


Met 


Asn 


Cys 


He 
280 


Leu 


Met 


Lys 


Gin 


Tyr 
285 


He 


Glu 


Phe 


Val 


Ala 
290 


Asp 


Arg 


Leu 


Leu 


Val 
295 


Glu 


Leu 


Gly 


Phe 


Ser 
300 


Lys 


Val 


Phe 


Gin 


Ala 
305 


Glu 


Asn 


Pro 


Phe 


Asp 
310 


Phe 


Met 


Glu 


Asn 


He 
315 


Ser 


Leu 


Glu 


Gly 


Lys 
320 


Thr 


Asn 


Phe 


Phe 


Glu 
325 


Lys 


Arg 


Val 


Ser 


Glu 
330 


Tyr 


Gin 


Arg 


Phe 


Ala 
335 


Val 


Met 


Ala 


Glu 


Thr 
340 


Thr 


Asp 


Asn 


Val 


Phe 
345 


Thr 


Leu 


Asp 


Ala 


Asp 
350 


Phe 





















<210> 12 

<211> 681 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2604993CD1 



<400> 12 



Met 


Thr 


Ala 


Ser 


Pro 


Asp 


Tyr 


Leu 


Val 


Val 


Leu 


Phe 


Gly 


He 


Thr 


1 








5 










10 










15 


Ala 


Gly 


Ala 


Thr 


Gly 
20 


Ala 


Lys 


Leu 


Gly 


Ser 
25 


Asp 


Glu 


Lys 


Glu 


Leu 
30 


He 


Leu 


Leu 


Phe 


Trp 
35 


Lys 


Val 


Val 


Asp 


Leu 
40 


Ala 


Asn 


Lys 


Lys 


Val 
45 


Gly 


Gin 


Leu 


His 


Glu 
50 


Val 


Leu 


Val 


Arg 


Pro 
55 


Asp 


Gin 


Leu 


Glu 


Leu 
60 


Thr 


Glu 


Asp 


Cys 


Lys 
65 


Glu 


Glu 


Thr 


Lys 


He 
70 


Asp 


Val 


Glu 


Ser 


Leu 
75 


Ser 


Ser 


Ala 


Ser 


Gin 
80 


Leu 


Asp 


Gin 


Ala 


Leu 
85 


Arg 


Gin 


Phe 


Asn 


Gin 
90 


Ser 


Val 


Ser 


Asn 


Glu 
95 


Leu 


Asn 


He 


Gly 


Val 
100 


Gly 


Thr 


Ser 


Phe 


Cys 
105 


Leu 


Cys 


Thr 


Asp 


Gly 
110 


Gin 


Leu 


His 


Val 


Arg 
115 


Gin 


He 


Leu 


His 


Pro 
120 


Glu 


Ala 


Ser 


Lys 


Lys 
125 


Asn 


Val 


Leu 


Leu 


Pro 
130 


Glu 


Cys 


Phe 


Tyr 


Ser 
135 


Phe 


Phe 


Asp 


Leu 


Arg 
140 


Lys 


Glu 


Phe 


Lys 


Lys 
145 


Cys 


Cys 


Pro 


Gly 


Ser 
150 
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Pro 


Asp 


He 


Asp 


Lys 


Leu 


Asp 


Val 


Ala 


Thr 


Met 


Thr 


Glu 


Tyr 


Leu 










155 










160 










165 


Asn 


Phe 


Glu 


Lys 


Ser 


Ser 


Ser 


Val 


Ser 


Arg 


Tyr 


Gly 


Ala 


Ser 


Gin 










170 










175 










180 


Val 


Glu 


Asp 


Met 


Gly 


Asn 


He 


He 


Leu 


Ala 


Met 


He 


Ser 


Glu 


Pro 










185 










190 










195 


Tyr 


Asn 


His 


Arg 


Phe 


Ser 


Asp 


Pro 


Glu 


Arg 


Val 


Asn 


Tyr 


Lys 


Phe 










200 










205 










210 


Glu 


Ser 


Gly 


Thr 


Cys 


Ser 


Lys 


Met 


Glu 


Leu 


He 


Asp 


Asp 


Asn 


Thr 










215 










220 










225 


Val 


Val 


Arg 


Ala 


Arg 


Gly 


Leu 


Pro 


Trp 


Gin 


Ser 


Ser 


Asp 


Gin 


Asp 










230 










235 










240 


He 


Ala 


Arg 


Phe 


Phe 


Lys 


Gly 


Leu 


Asn 


He 


Ala 


Lys 


Gly Gly Ala 










245 










250 










255 


Ala 


Leu 


Cys 


Leu 


Asn 


Ala 


Gin 


Gly Arg 


Arg 


Asn 


Gly Glu 


Ala 


Leu 










260 










265 










270 


Val 


Arg 


Phe 


Val 


Ser 


Glu 


Glu 


His 


Arg 


Asp 


Leu 


Ala 


Leu 


Gin 


Arg 










275 










280 










285 


His 


Lys 


His 


His 


Met 


Gly 


Thr 


Arg 


Tyr 


He 


Glu 


Val 


Tyr 


Lys 


Ala 










290 










295 










300 


Thr 


Gly Glu 


Asp 


Phe 


Leu 


Lys 


He 


Ala 


Gly 


Gly 


Thr 


Ser 


Asn 


Glu 










305 










310 










315 


Val 


Ala 


Gin 


Phe 


Leu 


Ser 


Lys 


Glu 


Asn 


Gin 


Val 


He 


Val 


Arg 


Met 










320 










325 










330 


Arg 


Gly 


Leu 


Pro 


Phe 


Thr 


Ala 


Thr 


Ala 


Glu 


Glu 


Val 


Val 


Ala 


Phe 










335 










340 










345 


Phe 


Gly 


Gin 


His 


Cys 


Pro 


He 


Thr 


Gly 


Gly 


Lys 


Glu 


Gly 


He 


Leu 










350 










355 










360 


Phe 


Val 


Thr 


Tyr 


Pro 


Asp 


Gly 


Arg 


Pro 


Thr 


Gly Asp 


Ala 


Phe 


Val 










365 










370 










375 


Leu 


Phe 


Ala 


Cys 


Glu 


Glu 


Tyr 


Ala 


Gin 


Asn 


Ala 


Leu Arg 


Lys 


His 










380 










385 










390 


Lys 


Asp 


Leu 


Leu 


Gly 


Lys 


Arg 


Tyr 


He 


Glu 


Leu 


Phe 


Arg 


Ser 


Thr 










395 










400 










405 


Ala 


Ala 


Glu 


Val 


Gin 


Gin 


Val 


Leu 


Asn 


Arg 


Phe 


Ser 


Ser 


Ala 


Pro 










410 










415 










420 


Leu 


He 


Pro 


Leu 


Pro 


Thr 


Pro 


Pro 


He 


He 


Pro 


Val 


Leu 


Pro 


Gin 










425 










430 










435 


Gin 


Phe 


Val 


Pro 


Pro 


Thr 


Asn 


Val 


Arg 


Asp 


Cys 


He 


Arg 


Leu 


Arg 










440 










445 










450 


Gly 


Leu . 


Pro 


Tyr 


Ala 


Ala 


Thr 


He 


Glu 


Asp 


He 


Leu 


Asp 


Phe 


Leu 










455 










460 










465 


Gly Glu 


Phe 


Ala 


Thr 


Asp 


He 


Arg 


Thr 


His 


Gly 


Val 


His 


Met 


Val 










470 










475 










480 


Leu 


Asn 


His 


Gin 


Gly 


Arg 


Pro 


Ser 


Gly 


Asp 


Ala 


Phe 


He 


Gin 


Met 










485 










490 










495 


Lys 


Ser 


Ala 


Asp 


Arg 


Ala 


Phe 


Met 


Ala 


Ala 


Gin 


Lys 


Cys 


His 


Lys 










500 










505 










510 


Lys 


Asn 


Met 


Lys 


Asp 


Arg 


Tyr 


Val 


Glu 


Val 


Phe 


Gin 


Cys 


Ser 


Ala 










515 










520 










525 


Glu 


Glu 


Met 


Asn 


Phe 


Val 


Leu 


Met 


Gly 


Gly 


Thr 


Leu 


Asn 


Arg 


Asn 










530 










535 










540 


Gly Leu 


Ser 


Pro 


Pro 


Pro 


Cys 


Lys 


Leu 


Pro 


Cys 


Leu 


Ser 


Pro 


Pro 










545 










550 










555 


Ser 


Tyr 


Thr 


Phe 


Pro 


Ala 


Pro 


Ala 


Ala 


Val 


He 


Pro 


Thr 


Glu 


Ala 










560 










565 










570 


Ala 


He 


Tyr 


Gin 


Pro 


Ser 


Val 


He 


Leu 


Asn 


Pro 


Arg 


Ala 


Leu 


Gin 
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575 580 585 

Pro Ser Thr Ala Tyr Tyr Pro Ala Gly Thr Gin Leu Phe Met Asn 

590 595 600 

Tyr Thr Ala Tyr Tyr Pro Ser Pro Pro Gly Ser Pro Asn Ser Leu 

605 610 615 

Gly Tyr Phe Pro Thr Ala Ala Asn Leu Ser Gly Val Pro Pro Gin 

620 625 630 

Pro Gly Thr Val Val Arg Met Gin Gly Leu Ala Tyr Asn Thr Gly 

635 640 645 

Val Lys Glu He Leu Asn Phe Phe Gin Gly Tyr Gin Tyr Ala Thr 

650 655 660 

Glu Asp Gly Leu He His Thr Asn Asp Gin Ala Arg Thr Leu Pro 

665 670 675 

Lys Glu Trp Val Cys He 

680 



<210> 13 

<211> 408 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No.: 2879070CD1 

<400> 13 



Met 


Ser 


Ser 


Leu 


Val 


Glu 


Thr 


Phe 


Val 


Ser 


Lys 


Ala 


Ser 


Ala 


Leu 


1 








5 










10 










15 


Gin 


Arg 


Gin 


Gly 


Arg 


Ala 


Gly 


Arg 


Val 


Arg 


Asp 


Gly 


Phe 


Cys 


Phe 






20 










25 










30 


Arg 


Met 


Tyr 


Thr 


Arg 


Glu 


Arg 


Phe 


Glu 


Gly 


Phe 


Met 


Asp 


Tyr 


Ser 






35 










40 










45 


Val 


Pro 


Glu 


He 


Leu 
50 


Arg 


Val 


Pro 


Leu 


Glu 
55 


Glu 


Leu 


Cys 


Leu 


His 
60 


He 


Met 


Lys 


Cys 


Asn 


Leu 


Gly 


Ser 


Pro 


Glu 


Asp 


Phe 


Leu 


Ser 


Lys 






65 










70 










75 


Ala 


Leu 


Asp 


Pro 


Pro 


Gin 


Leu 


Gin 


Val 


He 


Ser 


Asn 


Ala 


Met 


Asn 








80 










85 










90 


Leu 


Leu 


Arg 


Lys 


He 


Gly 


Ala 


Cys 


Glu 


Leu 


Asn 


Glu 


Pro 


Lys 


Leu 








95 










100 










105 


Thr 


Pro 


Leu 


Gly 


Gin 


His 


Leu 


Ala 


Ala 


Leu 


Pro 


Val 


Asn 


Val 


Lys 








110 










115 










120 


He 


Gly 


Lys 


Met 


Leu 


He 


Phe 


Gly Ala 


He 


Phe 


Gly 


Cys 


Leu 


Asp 






125 










130 










135 


Pro 


Val 


Ala 


Thr 


Leu 
140 


Ala 


Ala 


Val 


Met 


Thr 
145 


Glu 


Lys 


Ser 


Pro 


Phe 
150 


Thr 


Thr 


Pro 


He 


Gly Arg 


Lys 


Asp 


Glu 


Ala 


Asp 


Leu 


Ala 


Lys 


Ser 










155 










160 










165 


Ala 


Leu 


Ala 


Met 


Ala 
170 


Asp 


Ser 


Asp 


His 


Leu 
175 


Thr 


He 


Tyr 


Asn 


Ala 
180 


Tyr 


Leu 


Gly 


Trp 


Lys 


Lys 


Ala 


Arg 


Gin 


Glu 


Gly 


Gly 


Tyr 


Arg 


Ser 








185 










190 










195 


Glu 


He 


Thr 


Tyr 


Cys 


Arg 


Arg 


Asn 


Phe 


Leu 


Asn 


Arg 


Thr 


Ser 


Leu 








200 










205 










210 


Leu 


Thr 


Leu 


Glu 


Asp 
215 


Val 


Lys 


Gin 


Glu 


Leu 
220 


He 


Lys 


Leu 


Val 


Lys 
225 
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Ala Ala Gly Phe Ser Ser Ser Thr Thr Ser Thr Ser Trp Glu Gly 

230 235 240 

Asn Arg Ala Ser Gin Thr Leu Ser Phe Gin Glu lie Ala Leu Leu 

245 250 255 

Lys Ala Val Leu Val Ala Gly Leu Tyr Asp Asn Val Gly Lys lie 

260 265 270 

lie Tyr Thr Lys Ser Val Asp Val Thr Glu Lys Leu Ala Cys lie 

275 280 285 

Val Glu Thr Ala Gin Gly Lys Ala Gin Val His Pro Ser Ser Val 

290 295 300 

Asn Arg Asp Leu Gin Thr His Gly Trp Leu Leu Tyr Gin Glu Lys 

305 310 315 

lie Arg Tyr Ala Arg Val Tyr Leu Arg Glu Thr Thr Leu lie Thr 

320 325 330 

Pro Phe Pro Val Leu Leu Phe Gly Gly Asp He Glu Val Gin His 

335 340 345 

Arg Glu Arg Leu Leu Ser He Asp Gly Trp He Tyr Phe Gin Ala 

350 355 360 

Pro Val Lys He Ala Val He Phe Lys Gin Leu Arg Val Leu He 

365 370 375 

Asp Ser Val Leu Arg Lys Lys Leu Glu Asn Pro Lys Met Ser Leu 

380 385 390 

Glu Asn Asp Lys He Leu Gin He He Thr Glu Leu He Lys Thr 

395 400 405 

Glu Asn Asn 



<210> 14 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3093845CD1 

<400> 14 

Met He Pro Lys Ser Tyr Thr Glu Glu Asp Leu Arg Glu Lys Phe 
15 10 15 

Lys Val Tyr Gly Asp He Glu Tyr Cys Ser He He Lys Asn Lys 

20 25 30 

Val Thr Gly Glu Ser Lys Gly Leu Gly Tyr Val Arg Tyr Leu Lys 

35 40 45 

Pro Ser Gin Ala Ala Gin Ala He Glu Asn Cys Asp Arg Ser Phe 

50 55 60 

Arg Ala He Leu Ala Glu Pro Lys Asn Lys Ala Ser Glu Ser Ser 

65 70 75 

Glu Gin Asp Tyr Tyr Ser Asn Met Arg Gin Glu Ala Leu Gly His 

80 85 90 

Glu Pro Arg Val Asn Met Phe Pro Phe Val Gly Glu Gin Gin Ser 

95 100 105 

Glu Phe Ser Ser Phe Asp Lys Asn Asp Ser Arg Gly Gin Glu Ala 
110 115 120 

He Ser Lys Arg Leu Ser Val Val Ser Arg Val Pro Phe Thr Glu 
125 130 135 

Glu Gin Leu Phe Ser He Phe Asp He Val Pro Gly Leu Glu Tyr 
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140 145 150 

Cys Glu Val Gin Arg Asp Pro Tyr Ser Asn Tyr Gly His Gly Val 

155 160 165 

Val Gin Tyr Phe Asn Val Ala Ser Ala lie Tyr Ala Lys Tyr Lys 

170 175 180 

Leu His Gly Phe Gin Tyr Pro Pro Gly Asn Arg lie Gly Val Ser 

185 190 195 

Phe lie Asp Asp Gly Ser Asn Ala Thr Asp Leu Leu Arg Lys Met 

200 205 210 

Ala Thr Gin Met Val Ala Ala Gin Leu Ala Ser Met Val Trp Asn 

215 220 225 

Asn Pro Ser Gin Gin Gin Phe Met Gin Phe Gly Gly Ser Ser Gly 

230 235 240 

Ser Gin Leu Pro Gin lie Gin Thr Asp Val Val Leu Pro Ser Cys 

245 250 255 

Lys Lys Lys Ala Pro Ala Glu Thr Pro Val Lys Glu Arg Leu Phe 

260 265 270 

lie Val Phe Asn Pro His Pro Leu Pro Leu Asp Val Leu Glu Asp 

275 280 285 

lie Phe Cys Arg Phe Gly Asn Leu He Glu Val Tyr Leu Val Ser 

290 295 300 

Gly Lys Asn Val Gly Tyr Ala Lys Tyr Ala Asp Arg lie Ser Ala 

305 310 315 

Asn Asp Ala He Ala Thr Leu His Gly Lys He Leu Asn Gly Val 

320 325 330 

Arg Leu Lys Val Met Leu Ala Asp Ser Pro Arg Glu Glu Ser Asn 

335 340 345 

Lys Arg Gin Arg Thr Tyr 

350 
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<220> 

<221> misc_feature 

<223> Incyte ID No.: 3685685CD1 



Met 


Gly 


Gin 


Ser 


Gly Arg 


Ser 


Arg 


His 


Gin 


Lys 


Arg 


Ala 


Arg 


Ala 


1 








5 










10 










15 


Gin 


Ala 


Gin 


Leu 


Arg 


Asn 


Leu 


Glu 


Ala 


Tyr 


Ala 


Ala 


Asn 


Pro 


His 










20 










25 










30 


Ser 


Phe 


Val 


Phe 


Thr 


Arg 


Gly 


Cys 


Thr 


Gly Arg 


Asn 


He 


Arg 


Gin 










35 










40 










45 


Leu 


Ser 


Leu 


Asp 


Val 


Arg 


Arg 


Val 


Met 


Glu 


Pro 


Leu 


Thr 


Ala 


Ser 










50 










55 










60 


Arg 


Leu 


Gin 


Val 


Arg 


Lys 


Lys 


Asn 


Ser 


Leu 


Lys 


Asp 


Cys 


Val 


Ala 










65 










70 










75 


Val 


Ala 


Gly 


Pro 


Leu 


Gly 


Val 


Thr 


His 


Phe 


Leu 


He 


Leu 


Ser 


Lys 










80 










85 










90 


Thr 


Glu 


Thr 


Asn 


Val 


Tyr 


Phe 


Lys 


Leu 


Met 


Arg 


Leu 


Pro 


Gly 


Gly 










95 










100 










105 


Pro 


Thr 


Leu 


Thr 


Phe 


Gin 


Val 


Lys 


Lys 


Tyr 


Ser 


Leu 


Val 


Arg 


Asp 










110 










115 










120 
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Val 


Val 


Ser 


Ser 


Leu 
12 5 


Arg 


Arg 


His 


Arg 


Met 
130 


His 


Glu 


Gin 


Gin 


Phe 
135 


Ala 


His 


Pro 


Pro 


Leu 
140 


Leu 


Val 


Leu 


Asn 


Ser 
145 


Phe 


Gly 


Pro 


His 


Gly 
150 


Met 


His 


Val 


Lys 


Leu 
155 


Met 


Ala 


Thr 


Met 


Phe 
160 


Gin 


Asn 


Leu 


Phe 


Pro 
165 


Ser 


He 


Asn 


Val 


His 
170 


Lys 


Val 


Asn 


Leu 


Asn 
175 


Thr 


He 


Lys 


Arg 


Cys 
180 


Leu 


Leu 


He 


Asp 


Tyr 
185 


Asn 


Pro 


Asp 


Ser 


Gin 
190 


Glu 


Leu 


Asp 


Phe 


Arg 
195 


His 


Tyr 


He 


Lys 


Val 
200 


Val 


Pro 


Val 


Gly 


Ala 
205 


Ser 


Arg 


Gly 


Met 


Lys 
210 


Lys 


Leu 


Leu 


Gin 


Glu 
215 


Lys 


Phe 


Pro 


Asn 


Met 
220 


Ser 


Arg 


Leu 


Gin 


Asp 
225 


He 


Ser 


Glu 


Leu 


Leu 
23 0 


Ala 


Thr 


Gly 


Ala 


Gly 
235 


Leu 


Ser 


Glu 


Ser 


Glu 
240 


Ala 


Glu 


Pro 


Asp 


Gly 
24 5 


Asp 


His 


Asn 


He 


Thr 
250 


Glu 


Leu 


Pro 


Gin 


Ala 
255 


Val 


Ala 


Gly 


Arg 


Gly 


Asn 


Met 


Arg 


Ala 


Gin 
265 


Gin 


Ser 


Ala 


Val 


Arg 
270 


Leu 


Thr 


Glu 


He 


Gly 
2 7 5 


Pro 


Arg 


Met 


Thr 


Leu 
280 


Gin 


Leu 


He 


Lys 


Val 
285 


Gin 


Glu 


Gly 


Val 


Gly 
2 90 


Glu 


Gly 


Lys 


Val 


Met 
295 


Phe 


His 


Ser 


Phe 


Val 
300 


Ser 


Lys 


Thr 


Glu 


Glu 

J U -J 


Glu 


Leu 


Gin 


Ala 


He 
310 


Leu 


Glu 


Ala 


Lys 


Glu 
315 


Lys 


Lys 


Leu 


Arg 


Leu 
32 0 


Lys 


Ala 


Gin 


Arg 


Gin 
325 


Ala 


Gin 


Gin 


Ala 


Gin 
330 


Asn 


Val 


Gin 


Arg 


Lys 

— > -j ^> 


Gin 


Glu 


Gin 


Arg 


Glu 
340 


Ala 


His 


Arg 


Lys 


Lys 
345 


Ser 


Leu 


Glu 


Gly 


Met 
350 


Lys 


Lys 


Ala 


Arg 


Val 
355 


Gly 


Gly 


Ser 


Asp 


Glu 
360 


Glu 


Ala 


Ser 


Gly 


He 
36 5 


Pro 


Ser 


Arg 


Thr 


Ala 
370 


Ser 


Leu 


Glu 


Leu 


Gly 
375 


Glu 


Asp 


Asp 


Asp 


Glu 
380 


Gin 


Glu 


Asp 


Asp 


Asp 
385 


He 


Glu 


Tyr 


Phe 


Cys 
390 


Gin 


Ala 


Val 


Gly 


Glu 
3 95 


Ala 


Pro 


Ser 


Glu 


Asp 
400 


Leu 


Phe 


Pro 


Glu 


Ala 
405 


Lys 


Gin 


Lys 


Arg 


Leu 
410 


Ala 


Lvs 


Ser 


Pro 


Gly 
415 


Arg 


Lys 


Arg 


Lys 


Arg 
420 


Trp 


Glu 


Met 


Asp 


Arg 


Gly 


Arg 


Gly Arg 


Leu 


Cys 


Asp 


Gin 


Lys 


Phe 










425 










430 










435 


Pro 


Lys 


Thr 


Lys 


Asp 
440 


Lys 


Ser 


Gin 


Gly 


Ala 
445 


Gin 


Ala 


Arg 


Arg 


Gly 
450 


Pro 


Arg 


Gly Ala 


Ser 


Arg 


Asp 


Gly 


Gly 


Arg 


Gly Arg 


Gly 


Arg 


Gly 










455 










460 










465 


Arg 


Pro 


Gly Lys 


Arg 


Val 


Ala 
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<220> 

<221> misc_feature 

<223> Incyte ID No.: 3825977CD1 

<400> 16 

Met Ser Ser Leu Ala Val Arg Asp Pro Ala Met Asp Arg Ser Leu 

15 10 15 
Arg Ser Val Phe Val- Gly Asn lie Pro Tyr Glu Ala Thr Glu Glu 

20 25 30 

Gin Leu Lys Asp lie Phe Ser Glu Val Gly Ser Val Val Ser Phe 

35 40 45 
Arg Leu Val Tyr Asp Arg Glu Thr Gly Lys Pro Lys Gly Tyr Gly 

50 55 60 

Phe Cys Glu Tyr Gin Asp Gin Glu Thr Ala Leu Ser Ala Met Arg 

65 70 75 

Asn Leu Asn Gly Arg Glu Phe Ser Gly Arg Ala Leu Arg Val Asp 

80 85 90 

Asn Ala Ala Ser Glu Lys Asn Lys Glu Glu Leu Lys Ser Leu Gly 

95 100 105 

Pro Ala Ala Pro lie lie Asp Ser Pro Tyr Gly Asp Pro He Asp 

110 115 120 

Pro Glu Asp Ala Pro Glu Ser He Thr Arg Ala Val Ala Ser Leu 

125 130 135 

Pro Pro Glu Gin Met Phe Glu Leu Met Lys Gin Met Lys Leu Cys 

140 145 150 

Val Gin Asn Ser His Gin Glu Ala Arg Asn Met Leu Leu Gin Asn 

155 160 165 

Pro Gin Leu Ala Tyr Ala Leu Leu Gin Ala Gin Val Val Met Arg 

170 175 180 

He Met Asp Pro Glu He Ala Leu Lys He Leu His Arg Lys He 

185 190 195 

His Val Thr Pro Leu He Pro Gly Lys Ser Gin Ser Val Ser Val 

200 205 210 

Ser Gly Pro Gly Pro Gly Pro Gly Pro Gly Leu Cys Pro Gly Pro 

215 220 225 

Asn Val Leu Leu Asn Gin Gin Asn Pro Pro Ala Pro Gin Pro Gin 

230 235 240 

His Leu Ala Arg Arg Pro Val Lys Asp He Pro Pro Leu Met Gin 

245 250 255 

Thr Pro He Gin Gly Gly He Pro Ala Pro Gly Pro He Pro Ala 

260 265 270 

Ala Val Pro Gly Ala Gly Pro Gly Ser Leu Thr Pro Gly Gly Ala 

275 280 285 

Met Gin Pro Gin Leu Gly Met Pro Gly Val Gly Pro Val Pro Leu 

290 295 300 

Glu Arg Gly Gin Val Gin Met Ser Asp Pro Arg Ala Pro He Pro 

305 310 315 

Arg Gly Pro Val Thr Pro Gly Gly Leu Pro Pro Arg Gly Leu Leu 

320 325 330 

Gly Asp Ala Pro Asn Asp Pro Arg Gly Gly Thr Leu Leu Ser Val 

335 340 345 

Thr Gly Glu Val Glu Pro Arg Gly Tyr Leu Gly Pro Pro His Gin 

350 355 360 

Gly Pro Pro Met His His Ala Ser Gly His Asp Thr Arg Gly Pro 

365 370 375 

Ser Ser His Glu Met Arg Gly Gly Pro Leu Gly Asp Pro Arg Leu 

380 385 390 
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Leu 


He 


Gly Glu 


Pro 


Arg 


Gly 


Pro 


Met 


He 


Asp 


Gin 


Arg 


Gly 


Leu 










395 










400 










405 


Pro 


Met 




\j j- y 


Arg 


Gly 


Gly 


Arg 


Asp 


Ser 


Arg 


Ala 


Met 


Glu 


Thr 










410 










415 










420 


Arcr 


Ala 


Mot- 


Glu 


Thr 


Glu 


Val 


Leu 


Glu 


Thr 


Arg 


Val 


Met 


Glu 


Arg 








425 










430 










435 


A2TCT 


Glv 


l it; i— 


Glu 


Thr 


Cys 


Ala 


Met 


Glu 


Thr 


Arg 


Gly 


Met 


Glu 


Ala 






440 










445 










450 


Arcr 


Gly 




Asp 


Ala 


Arg 


Gly 


Leu 


Glu 


Met 


Arg Gly 


Pro 


Val 


Pro 










455 










460 










465 


Ser 


Ser 




m v 


Pro 


Met 


Thr 


Gly 


Gly 


He 


Gin 


Gly 


Pro 


Gly 


Pro 








470 










475 










480 


He 


Asn 


Tip* 


Gly 


Ala 


Gly 


Gly 


Pro 


Pro 


Gin 


Glv 


Pro 


Arg 


Gin 


Val 










485 










490 










495 


Pro 


Gly 


lie 


OCX 


Gly 


Val 


Gly 


Asn 


Pro 


Gly 


Ala 


Glv 


Met 


Gin 


Gly 








500 










505 










510 


Thr 


Gly 


± 1c 


n 


Gly 


Thr 


Gly 


Met 


Gin 


Gly 


Ala 


Gly 


He 


Gin 


Gly 








515 










520 










525 


Gly Gly 




n 

Ulll 


Glv 


Ala 


Gly 


He 


Gin 


Gly 


Val 


Ser 


He 


Gin 


Gly 










530 










535 










540 


Gly Gly 


lie 


bill 


Glv 


Gly 


Gly 


He 


Gin 


Gly 


Ala 


Ser 


Lys 


Gin 


Gly 










545 










550 










555 


Gly 


Ser 


uin 


Pro 


Ser 


Ser 


Phe 


Ser 


Pro 


Gly 


Gin 


Ser 


Gin 


Val 


Thr 








560 










565 










570 


Pro 


Gin 


Asp 


Gin 


Glu 


Lys 


Ala 


Ala 


Leu 


He 


Met 


Gin 


Val 


Leu 


Gin 








575 










580 










585 


Leu 


Thr 


Ala 


Asp 


Gin 


He 


Ala 


Met 


Leu 


Pro 


Pro 


Glu 


Gin 


Arg 


Gin 








590 










595 










600 


Ser 


He 


Leu 


He 


Leu 


Lys 


Glu 


Gin 


He 


Gin 


Lys 


Ser 


Thr 


Gly Ala 










605 










610 










615 



Ser 
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<400> 17 



Met 


Val 


Lys 


Gly 


Arg 


Thr 


Gly 


Gin 


Arg 


Val 


Arg 


Leu 


Tyr 


Val 


Arg 


1 






5 










10 










15 


Gly 


Thr 


He 


Leu 


Gly 


Tyr 


Lys 


Arg 
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Phe Met Tyr Pro Ser Ser lie 
110 



<210> 18 

<211> 1872 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No. 



399781CB1 



<400> 18 

gccctctagc 

cgttagtgcg 

acgtctctgt 

tttggtcgtt 

ccaagaggat 

aatttggaca 

cgaaagacac 

tatgatgatt 

agaagtcggt 

actggaagac 

atacccagta 

aaagaagggc 

acgaatattt 

aattgaagtc 

tttgtacttg 

aggtccataa 

ctcttacagt 

aatataaaag 

agtgttttct 

atgcagttta 

ccagctaaga 

tattgagccc 

ccttattcag 

gttttgtttg 

tagaacacaa 

ccagtatttg 

tttattgtgc 

aaacacatgc 

agactgggtg 

ttagtatgtt 

tacattttat 

aaaaaaaaaa 



tgtgtgtgtc 
cccggccgag 
tcgtcaggaa 
atggtcctat 
ttgcttatgt 
gaaagtggat 
caaatcagat 
atgacagata 
cttttgatta 
cacggcgtag 
cagttctgct 
agttcaagcg 
tgactctggt 
ccttcaagtt 
tggaaactaa 
taaattattg 
gcctctgttg 
ttccattttt 
gcttaatcat 
catctgtctt 
gggcccatct 
ttactgtggg 
taaatgtcta 
aggtgtgtta 
tatacgatca 
atcacattat 
agtgactgta 
taggatataa 
ctataattag 
ctgtaattga 
aggggacatg 
aa 



tgaggctcgg 
acacgccgcc 

cgtggccgac 
agttgatgtg 
tcaatttgag 
ttgtggacgg 
gaaagccaag 
cagacgttct 
caactataga 
agaagccatt 
tactacactt 
accaaagggt 
ctgaaaagat 
tgaaagtaag 
tccctaaata 
gaaactagga 
gtctgtctca 
gccattattg 
ttgctttgtt 
aactactcct 
cttctcacct 
caaatcattg 
ctgagcacaa 
ttcataacaa 
aggataagta 
tataaataat 
atatactaga 
cccccaaaat 
attattttga 
gaaaatgttc 
ttctgtgtat 



ccgcctgagc 
gccatgtccc 
gacaccaggt 
tatgttccac 
gatgttcgtg 
cagattgaaa 
gaagggagga 
agaagccgaa 
agatcgtata 
ccgacaatga 
caagaaagat 
gggtggaagg 

aaaagaatgt 
cattttagga 
tgaataggtt 
tgtctgaata 
aactgaattg 
gcaaatcttg 
ggcatctgtg 
tcccaggtaa 
ctttcctagt 
tactggataa 
tctagtgaat 
tattttacac 
attgtgtggt 
gaaaaaatga 
gttataataa 
aagtatttaa 
ggcagacaga 
accaaattat 
agcgaataaa 



cgcggacggt 
gctacctgcg 
ctgaagactt 
ttgatttcta 
afcgctgaaga 
tacagtttgc 
atgtgtacag 
gttatgaaag 
gtcctagaaa 
tagaccaaac 
ctgaaagcgg 
tgctgcagta 
tatcgaaaac 
caaataaaag 
tatattgatt 
tcaaggaaga 
ggtgggaaaa 
cctttgttta 
tttatttact 
attccaatta 
cagtatattc 
ttgagaaaaa 
cattacagta 
cattcgtatc 
tatctgccat 
tttaatctgt 
attgtttact 
ctttgcatta 
gagctgttat 
actttttagt 
taacttttat 



ttgctgagcc 
tccccccaac 
gcggcgtgaa 
cactcgccgt 
cgctttacat 
ccagggggat 
ttcttcacgc 
gaggagatca 
cagtagaccg 
tgcagctgga 
aaaaagaacc 
tgaatactgt 
tacatggaat 
gaaattcaac 
catgggtaac 
cagccatagt 
ggtatggtcc 
ttttggtgcc 
tgtacaccac 
tatttgacat 
agcaaatatt 
tagataattc 
tggcctcatt 
aatgtaatta 
ttaaaagtat 
aataaactgg 
ctgcctcacc 
ggtataaagg 
cctaactgat 
gatttacatg 
agtatcaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1872 



<210> 19 

<211> 5897 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1252206CB1 
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<400> 19 

gactcactat 

atcgaatctt 

agccgggaac 

atcttgcggc 

cctctggaca 

attcacaacc 

ctaccatccc 

accaggctaa 

aggggcctca 

cccaaaaata 

gggacttccc 

cacctatcat 

taagaattcg 

gtggcagcag 

agctgcccag 

atcttgctgc 

aaccagatcc 

agaaagaaca 

ctctgcctcc 

cctcttctgc 

tctcatcccc 

cagacccttt 

cacctaatga 

gcgaaaaatt 

tgactcttga 

cagctcccat 

cttctcctcc 

gtgctgccat 

gtgaagatgc 

agattttgga 

taactgtacc 

tagaggcaga 

ctgaacaaga 

aagtgaaagc 

gtgtttctga 

gggttacatt 

agtatgacag 

agggcctgcc 

tgcgaactct 

attttggaag 

gatctcaacc 

atgtacacct 

ccgatgatcc 

ataaattgac 

acacagagga 

ccagtttctc 

tggcagacaa 

aggagtttga 

aggctgccag 

acaaagcccg 

aaatgctgac 

aagaatccct 

aaaaagcaaa 

aaaaaacctc 

attgggtatc 

ctaaaataga 



agggaatttt 
cactcccgct 
ccctacccca 
aacgcccccg 
gaatgcaggt 
tcaaacccgt 
gaacagcagt 
tcagcacatc 
gtactgtata 
tccagttcaa 
caatgcttat 
agtgcctacg 
ggatccaaac 
aaatcctact 
ccaggtcccc 
cagcacccct 
agtgttaaag 
agaaggccag 
atcacctacc 
tcttagtagc 
aagagaagac 
accaacaaat 
tattccactg 
atcagccacg 
attggagatt 
caccccttcc 
tcacactcca 
cacagtccag 
aaaagagatt 
ttctcaaaac 
aaagacatgg 
attggagctt 
taaaatgagc 
tgtggaagaa 
gggtgaagga 
tccatttaaa 
ggagtttctg 
tcctatcagt 
ggatcctcga 
gcagacacct 
tggccaaaga 
gaaaaaggca 
cgaaaacatt 
accacagatg 
gcggctgaaa 
tgtggcttac 
gcctggtaac 
aaaagataaa 
tgctccagag 
gcggagatcc 
tgaagccatc 
ggagtgcctg 
gccacgtatg 
atctaggatt 
tcgaagagca 
agaacaagaa 



gccctcgagg 
gtctcagcag 
tccccttatt 
ggacatgcat 
ccaaccacgc 
tctccgtttt 
ccttccattc 
atgatggtta 
ccacagtacc 
ccaccggggc 
ggaacgcctt 
cagcaacagc 
cagggaggta 
ccacccatag 
gagcacagcc 
gtcactgcag 
tctccttccc 
acatctgaaa 
actgtttctt 
caaccaatat 
acaattccta 
gaaaatgatg 
gtttctagta 
gagagcattg 
ctcgaaaatc 
acagttcctt 
gtcattgttc 
agagtcctag 
cagaacaaaa 
ttaaattcaa 
aagaaaccaa 
aaagctgaag 
caggggtttc 
aatggagaag 
atagatgcta 
ccagaatcct 
ctggacttcc 
gatgtggttc 
attttgcctc 
ggtggaagag 
agagaaccca 
gaaaatgcct 
aaaacccagg 
ttcaatcaac 
ggagttattg 
gcaaacatgt 
acagtgaatt 
gcagatgatg 
gagaggacaa 
attggcaaca 
atgcatgact 
tgtcgcctgc 
gaccagtact 
cggttcatgc 
gatcaagggc 
gagcaaagga 



caagaattcg 
tctacagcac 
cagcacatga 
cgtcccctgg 
tggtataccc 
tccagaggcc 
gtcctggtgc 
accatctgcc 
gtcatagtgg 
caggtccttt 
tttacccaag 
cgcctccagc 
aagacataac 
gaagacccac 
ctgtggttta 
ctagcgacca 
cagtccttag 
ctactgcaat 
ctgttgctcg 
tcaccactgc 
tacccagcct 
atgatatatg 
ctaacctaat 
tggaaatagt 
ccccagaaga 
cctttcctcc 
ct^jctgctgc 
aggaggacga 
tagaggtaga 
gaaggagccc 
aagatcggac 
aggagctttc 
atcctgaaag 
aagctgagcc 
attcaggctc 
ggaagcctac 
agttcatgcc 
ttgacaagat 
gaggaccaga 
gcgtaccttt 
gaaagatcat 
ggaagccaag 
agctttttag 
tgatgaagca 
acctggtctt 
gtcgatgtct 
tccggaagct 
atgtctttga 
ggcttcatga 
tcaagtttat 
gtgtggtgaa 
tcaccaccat 
ttaatcagat 
ttcaagatgt 
ctaaaactat 
aggtccagca 



gaacgaggaa 
ggtaacacaa 
aataaacaag 
actctctcaa 
tcaaacccct 
tcaaatacag 
acagacaccc 
catgccgtac 
ccctccttat 
ttatcctgga 
tcagccggtg 
caagagagag 
agaggagatt 
gtccacacct 

tgggactgtg 

gaagcaagag 
gctagtcctc 
agtatccata 
aagtacaatt 
tatagatgac 
cacatcttgc 
caagaaaccc 
taatgaaata 
aaaacaggaa 
aatgaaactg 
aactcctcca 
cactactgtt 
gagcataaga 
agcagatggg 
tgtcccagct 
ccgaaccact 
cattgacaaa 
agacccctct 
agtacgtaat 
cacagatagt 
tgatactgaa 
tgcctgtata 
caaccaaccc 
ctttacacca 
gttgaatgtt 
cacagtttct 
ccaaaaacga 
aaaagttcga 
agtgtcagga 
tgagaaggct 
agtaacgctg 
gctactgaac 
gaagaagcag 
tgaactggaa 
tggagaactc 
gctgctaaag 
tggcaaagac 
ggagaaaatt 
tatagaccta 
cgaacagatt 
actcatgacc 



cctcttgagg 
gtggcaagac 
gggcatccaa 
accccttatc 
cagacaatga 
cctcctagag 
actgcagtgt 
ccagtgcccc 
gttgggcccc 
ccaggacctg 
tatcagtcag 
aaaaaaacta 
atgtctggag 
actcctcctc 
gagagcgctc 
gagaagccaa 
agtggagaga 
gcagagcttc 
gcagccccca 
agatgtgaac 
acagaaacat 
tgtagtgtag 
aatggagtta 
gtattgccat 
gagtgtatcc 
actcctccag 
agttctccga 
acttgcctta 
caaacagaag 
caaatagcta 
gaagagatgt 
gtacttgaat 
gacctaaaaa 
ggtgctgaga 
tctggtgatg 
ggtaagaagc 
caaaaaccag 
aaattgccaa 
gcctttgctg 
gggtcacgaa 
gtaaaagaag 
gacagccaag 
agtatcttaa 
cttactgttg 
attgatgaac 
aaagtaccca 
cgttgccaga 
aaagaacttg 
gaagccaagg 
tttaaactca 
aaccatgatg 
ttggactttg 
gtgaaagaaa 
aggctgtgca 
cacaaagagg 
aaagagaaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 
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gaagaccagg tgtccagaga gtggacgaag gtgggtggaa cactgtacaa ggggccaaga 342 0 
acagtcgggt actggacccc tcaaaattcc taaaaatcac taagcctaca attgatgaaa 3480 
aaattcagct ggtacctaaa gcacagctag gcagctgggg aaaaggcagc agtggtggag 3540 
caaaggcaag tgagactgat gccttacggt caagtgcttc cagtttaaac agattctctg 36 00 
ccctgcaacc tccagcaccc tcagggtcca cgccatccac gcctgtagag tttgattccc 3660 
gaaggacctt aactagtcgt ggaagtatgg gcagggagaa gaatgacaag ccccttccat 3720 
ctgcaacagc tcggccaaat actttcatga ggggtggcag cagtaaagac ctgctagaca 3780 
atcagtctca agaagagcag cggagagaga tgctggagac cgtgaagcag ctcacaggag 3 84 0 
gtgtggatgt ggagaggaac agcactgagg ctgagcgaaa taaaacaagg gagtcagcaa 3900 
aaccagaaat ttcagcaatg tcagctcatg acaaggctgc attatcagaa gaggaactgg 3960 
agaggaagtc gaaatctatc attgatgaat ttctacacat taatgatttt aaggaagcca 402 0 
tgcagtgtgt ggaagagctg aatgcccagg gcctactaca tgtttttgtg agagtgggag 4080 
tggagtccac cctggaaagg agccagatca ccagggatca catgggccaa ctactctatc 4140 
agctggtaca gtcagaaaaa ctcagcaaac aggacttttt caaaggtttt tcagaaactt 4200 
tggaattggc agatgacatg gccattgata ttccccatat ttggttgtac cttgctgaac 4260 
tggtgacccc catgttaaaa gaaggtggaa tctccatgag agaacttacc atagaattta 4320 
gcaaaccttt acttcctgtt ggaagagctg gggtcttgct atctgaaata ttgcacctac 4380 
tatgcaaaca aatgagccat aagaaagtgg gagccttatg gagggaggct gacctcagct 444 0 
ggaaggactt tttaccagaa ggagaagatg tacataattt tcttttggag cagaagttgg 4 500 
acttcataga gtctgacagt ccctgttcct ctgaagcact ttcaaagaaa gaactgtctg 4560 
ccgaagagct gtataagcga ctcgagaaac tcattattga ggacaaagcg aatgatgaac 4 62 0 
agatctttga ctgggtagag gctaatctag acgaaatcca gatgagttca cctacattcc 4680 
ttagagcttt aatgactgct gtttgtaaag cagctattat agccgactct tctaccttca 4 74 0 
gagtggacac tgctgttatc aagcagagag tgccgatctt actcaagtac ctagactcag 4800 
atacagagaa ggaactgcaa gcactttatg cactacaagc atcgatagta aaacttgatc 4 860 
aacctgccaa tttgctgcgg atgttttttg attgtctata tgacgaggag gtgatctccg 4920 
aggatgcctt ctacaaatgg gagagcagca aggaccctgc agagcagaat gggaagggcg 4 980 
tggctctgaa atctgtcacg gcattcttca cgtggctgcg ggaagcagaa gaggagtctg 5 04 0 
aggataacta aaacttcaaa tacacaaaat gaaacaaaag aaacaattta agtatttttt 5100 
taaaaagttt cacgtcttcg ccaatcacag tgcagcaagg ccaattctcg cagaaacccc 5160 
cacgtgtgca cgagtgggag aggggaaaga gaaaaaaagg tgatcatgga ggaaaaaggt 5220 
actggataaa agtaaacttc aaaccttagg gcgggagcac taaaaccaaa atacatgtat 52 8 0 
tatttataga aaatattttc tgttttaatc ttttcttttt aaacaaggac tcatacttaa 5340 
aaaaatgttt agcaaaaaaa aaaaaagttg agaactttta atttatttta aggactgcaa 5400 
atgccagtgt aattttttaa tttgcagttt ctgtaaacaa cttgtataat agaaaagcag 5460 
agaaataaat ttccctcccc ttcaagatgc acctcatgtt tgttttaagg tatagcattt 5520 
agtccagatt tgagaaagtt tggggtgaac aaggtaagaa agattttttt ttttttggca 5580 
tcaaatcttt ctgcctgcct ctcagcttgc ttcagaaaat ttaaaaaatc acaatagtaa 5640 
tcaaaacata cataacattg aaacagaagg aaatgctgtg gaccacagaa ctccaagaat 5 700 
tgtttaaaaa aaaaaaagtg ctaccctgag aaaagtactc ttaatactct tgaaatcttt 5760 
agagcaactt taaggcttgt aaatacatag aacaaatatt taaaaaaaca aaaagaaatt 5820 
gactcagtac tatttctttt cactttgaaa atataaagaa caaaataaag acaaacattg 5880 
caagtttaaa aaaaaaa 5 8 97 



<210> 20 

<211> 919 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No . : 2950994CB1 
<400> 20 

tggggtgggg ggccacccca agagctcaga gcctcctgac tcctgtgccc tctgtcccag 60 
gtggagatgt ttggggtgac aggccctggg ctggagcaga gctcacagct gctggaggag 12 0 
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ttcctgtccc 
atgcccaccc 
ccaggccgag 
cgccgcctcc 
aacgccaccg 
aaggacggct 
acagccccta 
ctgcctggcc 
tgcttcctgg 
acatctgtgt 
cctctgtcct 
ggaagcagga 
catccctcct 
ggacaaagaa 



ttcagatgga 
aagaactggg 
gccgctttgg 
acatcatgtt 
cctgtgctgt 
cagtgctcgt 
cccacgtgcc 
agcctgctgt 
agttcaggag 
tcttcctgtc 
tgctgcctca 
cgtctgggct 
tccttctttc 
aaaaaaaaa 



gatcttgaca 
cctccccgcc 
agaggtcacc 
ccagaccgag 
cccccgcctt 
gccccctgcc 
tctccagtac 
aagctaagaa 
accccggaca 
agctccacgc 
gagtcagtca 
ttacggttct 
ctcctacagt 



gagctgggct 
taccgcaagt 
agtgcttcca 
gctggggagc 
ctcatcgcgc 
ctccagtcct 
atcggcccca 
cccacccaca 
cctgggacct 
ccgggcccct 
ctgaccctgt 
agggacagga 
gctgagcaaa 



tgcacttccg 
ttgacattga 
actgcacaga 
tgcagtttgc 
tcctggagag 
acctcggcac 
accagccccg 
gcagccctcg 
gtgttgctga 
ggaccacggg 
tatcattgag 
gaagcagagg 
aagtccccaa 



ggtcctggat 
ggcctggatg 
cttccagagc 
ccacacggtg 
taaccagcag 
tgatcggatc 
gaagcctggg 
ggggtgtcac 
gcccgtcctg 
gtccacctct 
ggtcccagtg 
aagaggcttc 
taaatggtca 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
919 



<210> 21 

<211> 1867 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3461657CB1 



<400> 21 

cggggcacca cagccatgtg ctcgttagcg tcaggcgcta ccggcggccg gggcgctgtg 6 0 
gagaatgagg aggacctgcc agaactgtcg gacagcgggg acgaggccgc ctgggaggat 12 0 
gaggacgatg cagatctccc ccacggcaag cagcagaccc cctgcctgtt ctgtaacagg 180 
ttattcacat ctgctgaaga aacattttca cactgtaagt ctgagcatca gtttaatatt 240 
gacagcatgg ttcataaaca tggacttgaa ttttatggat acattaagct aataaatttt 300 
attagactta agaatcctac agttgagtac atgaattcca tatacaaccc agtgccttgg 360 
gagaaagaag agtatttgaa gccagtatta gaagatgacc ttt tact tea atttgatgta 420 
gaagatcttt atgaaccggt gtcagtaccc ttctcatacc ccaatggact cagtgaaaat 480 
acatctgttg ttgaaaaatt gaaacatatg gaagccaggg cactgtctgc tgaagecgea 54 0 
ttggccagag cacgtgagga tetgeaaaaa atgaaacaat ttgctcagga ttttgtgatg 600 
cacacagatg tcagaacctg ctcgtcatct actagtgtca ttgeggaect ccaggaggat 660 
gaggatggtg tttatttcag etcataeggg cattatggga tacatgaaga aatgctaaag 720 
gacaaaatac gaacagaaag ctaccgagat ttcatatacc aaaatccaca tatcttcaaa 780 
gacaaggtag ttttggatgt tgggtgtgga actggaattc tctctatgtt tgctgctaaa 840 
getggggega agaaggttct tggagttgat caatctgaaa tactttacca ggcaatggat 900 
attataagac taaataaact tgaagatact attacactaa ttaaaggaaa gattgaagaa 96 0 
gttcatcttc ctgtagaaaa agtagatgtt atcatatctg agtggatggg ctattttctt 1020 
ctgtttgagt ctatgttaga ttctgtcctt tatgeaaaga acaaatactt ggcaaaagga 1080 
ggcteggtet accctgacat ttgeactate agecttgtag cagtgagtga tgtgaataaa 1140 
catgetgata gaattgcttt ttgggatgat gtctatggct tcaagatgtc ctgcatgaag 12 00 
aaagcagtta ttccagaagc tgttgtggaa gttttagatc cgaagactct tatttcagaa 1260 
ccttgtggta ttaagcatat agattgecat aegaegtcta tctcagattt ggaattttca 1320 
tcagatttta ccctgaaaat cacaaggaca tccatgtgca eggcaattge tggctacttt 1380 
gatatatatt ttgagaagaa ttgccacaac agggtcgtgt tetctaeggg ccctcagagc 1440 
accaaaacac actggaaaca aacagtattt ctactggaaa aaccattttc agttaaagca 1500 
ggtgaagcct tgaaaggaaa ggtcacagtt cacaagaata agaaagatcc acgttctctc 1560 
accgtgaccc tcacgttgaa taattcaact caaacttatg gtctccagtg aaacagecat 1620 
aaaagcacac taccttgtag tttttaatgt gggggtagag tgggtcagca ggagggagct 1680 
ggttttatgt gagcagatgg atggatgatg gaccctttcc taatgagect cctcaataag 1740 
agagaagttc tcattgtggg aatctgacat agttcagctg aggaagagaa tcagctgatc 1800 
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ctcatggtct gccacgtaat cattttctta gacgttztgct ccaccagatt taaccaaatg 1860 
taactcc 1867 



<210> 22 

<211> 702 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No.: 053076CB1 



<400> 22 

gaagtgagtg atcgaaagca tggcgtcggt ggtgttggcg ctgaggaccc ggacagccgt 60 
tacatccttg ctaagcccca ctccggctac agctcttgct gtcagatacg catccaagaa 120 
gtcgggtggt agctccaaaa acctcggtgg aaagtcatca ggcagacgcc aaggcattaa 180 
gaaaatggaa ggtcactatg ttcatgctgg gaacatcatt gcaacacagc gccatttccg 240 
ctggcaccca ggtgcccatg tgggtgttgg gaagaataaa tgtctgtatg ccctggaaga 3 00 
ggggatagtc cgctacacta aggaggtcta cgtgcctcat cccagaaaca cggaggctgt 3 60 
ggatctgatc accaggctgc ccaagggtgc tgtgctctac aagacttttg tccacgtggt 420 
tcctgccaag cctgagggca ccttcaaact ggtagctatg ctttgatgtc ctgttgaggc 4 80 
catcggacag agactggagc ccaggtgaca ggagatggtg ataccagaag tcaagggttg 54 0 
gggtggcgac acggcctccc gaggaagagg tctgcttgat ggtgactctg caggagactc 6 00 
tgaagtgact gctgggaaac cctttgggag acctgacctg gggccaaaaa taaagtgagc 660 
cagcgtcatg aacgcatgct atttagggac aaaaaaaaaa aa 702 



<210> 23 

<211> 2459 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 1292379CB1 



<400> 23 

tgcaaaagaa 

tgaggaattt 

aagattttgc 

gctgtagcaa 

ggttttgtat 

attgtgattt 

ataaaactca 

agcacctttc 

aaattgcaag 

aagataaagc 

catcaacaac 

ttgcagacca 

ataaagtgga 

gccaaagttc 

ccagattttc 

atcagttttt 

gcagtattca 

ttcttcagaa 

cagatgacat 



acaaagcaca 
aaggtatcgt 
aaaccacttt 
agcctatgta 
ttttaagaag 
cctaagtgat 
tacttgccaa 
tgaattaaaa 
acctaacatg 
tgcttcttca 
aaaaagtgaa 
ggaaactggc 
aaagaaaaaa 
agaaaacata 
ttcaaagaat 
gagaaaaaga 
tttggaacct 
aggtagtggt 
tcctggagga 



ttggctagta 
cggggcattc 
cctacgtacg 
aatcatatga 
cattcagaaa 
gtttctggct 
gttgtaatgc 
aaagaagctc 
gctgaaagag 
aaagaaaaaa 
gaaagcataa 
tcaaaaaaca 
caaatacaac 
atcttatctg 
attaaggatt 
catgaacctg 
ctgactccat 
gatccttcag 
aataacccta 



gcaataaaaa 
acaaatgcat 
tccactgtag 
tgagctttca 
atctccgggg 
tagataatat 
agaaagtttc 
ccgcaaagga 
aaacagaaac 
atggatgtaa 
cagtttcaga 
tcgtcagttg 
acgtttgtca 
atcagattaa 
tgcgattagc 
aatctgttag 
ccgaggtact 
ccaagactga 
gcacaacaga 



aagtaaagtc 
tgagtgttgt 
tttttgcaga 
tagtaaccgt 
cattactcta 
ggctacacac 
tgtttgtatc 
acaagaacct 
atcaaattct 
tgcaaattca 
taaggaaaat 
tgattcaaat 
ggaaatggag 
agatcacaac 
atcagataat 
ttctgatgtt 
tgagtatgaa 
tgaagtagtg 
ggcaacagta 



aatacagcat 
tccgaaataa 
tacaacacta 
ccaagcaaaa 
gtgtgcctta 
ttaagtcaac 
ccaacttctg 
gtgtctaagg 
gaaagtaaac 
tttgaaggct 
gaaacctgtc 
attggtgcag 
ttgaagatgt 
tccagtgaag 
gtaagcattg 
agcgagcaag 
gccacagaga 
tctgatcaaa 
gacctggaag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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atgaaaaaga 
atttggaaca 
atgtaaggga 
caattcacca 
aggattttaa 
atgggatttg 
cttccatcaa 
aggaagggat 
tggcattgtt 
agtactaaat 
aacattccag 
ttagcctgcc 
gatataaatt 
tattagttgt 
tttaatattg 
aaccaaagta 
tgtattcagc 
cctaaaacag 
ggctgctaaa 
aataatatga 
catttttact 
gttttaaatg 



aagaagttga 
gtgctatcag 
ggtcacacat 
ataatagcat 
tgataattaa 
gttgctgaca 
tcctaagcta 
ttggaaacca 
aatgaaggct 
tgatctaatg 
tcagacgcat 
aggctgtaag 
tatatttgtg 
attaatgtaa 
ttttaatgat 
tggtataatg 
catgtttaag 
tgatgtaaaa 
ttgatttttc 
agaacagtag 
tcttaaaatg 
gcgattaaaa 



aattagtcat 
gtgagctcag 
acactttacc 
gattagtagg 
atttgcagtg 
tgaattgatg 
aaaatcttta 
tgtacttttg 
ttatttgtga 
agaatttgga 
gtaaacagaa 
cttaccttaa 
ctttttgtca 
agtagaaacc 
cttccttaga 
tagatattgt 
tgacttttct 
gaactggttt 
agttcttttt 
tttgctttga 
tgctttggat 
tactctgctg 



tttaagtttc 
tggtgctgtt 
tgtatgttca 
gattcccaaa 
gaaaggtctc 
atattagtaa 
ttacctgtat 

ggg^gtaatt 

ggatgatgct 
tgaacataaa 
tatttgaatc 
ttaaactttc 
gtgtgtaagc 
cattgttgaa 
aataggccca 
aaagcagtaa 
gtaattgtaa 
tggaaattta 
atcatctaga 
aatactaata 
tcttaaattt 
tatatagtag 



agtgtaccaa 
gtaggttcag 
acctatgtta 
aagtttttaa 
atttaatggt 
tatttataaa 
atccttttca 
gattaaaaac 
ggtaaatgga 
cttaattttg 
tttgtacctc 
agtgaaagtg 
tgtgtagaaa 
actcctgtag 
taaaaatggt 
actgaaaaca 
aataaaaact 
gcctaattta 
atataataga 
aacttttatt 
tgtttcactg 
tttttgagta 



cgataagggc 
aaatggaaat 
tcaaacaaac 
aaacacgaac 
tttcaaggaa 
gcctttcaaa 
gttaactgag 
aatggctgat 
gcatgcttag 
gatttaatat 
catacaagtg 
gaattattaa 
ttctttgatg 
ctattatgct 
ctggaagcca 
tgtcctggca 
tcaaatggga 
tctataagat 
tatagaaatg 
taaaatgctt 
aatgttcaat 
aatatttcc 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2459 



<210> 24 

<211> 1015 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No. 



1437783CB1 



<400> 24 

gaaggggact 

cccagcacag 

acagttcttc 

taaagtctga 

cagcacagtt 

cctttagtac 

cttttagtaa 

gcaatgattt 

tgcgactggt 

tgcagatcct 

gaccaaccct 

caaagactaa 

agaaaggaaa 

tccagactat 

aagctttaat 

ctcaagagac 

atgttctgca 



cgccgcagat 
ctgtcattct 
ctaaaaaagg 
aaatagttgc 
gtcccctatt 
cgctgaagac 
cgttggaaga 
gggaaacatg 
tcaaaggaac 
ccaggagcgg 
gagaaaggaa 
acagattcag 
aaatgtagac 
gcctggaata 
gtgtgttctt 
ccaggaaaga 
tcagtaattt 



ccgctgtact 
tctctacaga 
atggctgctc 
attagatgtt 
gcttctgccc 
acccagaatg 
aaaattagtc 
caccgagcaa 
accagcacag 
cagaggctga 
ctgattttgt 
cagtggatta 
gtgtcagaaa 
gctacattct 
cgtgctttga 
gacactttga 
taataaagaa 



tgcgtccgct 
agagcttctc 
tttttctaaa 
ttggcaaaca 
caagactctc 
aaggaaaaaa 
agcgagttat 
atgtgattag 
aacctgcaga 
gggagatgga 
cttcaaatat 
agaaaaaaca 
atgaaatgga 
catctaggcc 
gcaaaaatga 
acaaagacca 
aagcatgctc 



acagtatgtc 
ctcatcaact 
gaggttaaca 
catcctgcaa 
cttcctaatt 
gacaaaaaag 
tcacttattt 
acttatggat 
gtatcagctc 
gaaggcgaac 
tggacaacat 
cctagtccag 
ggagatattt 
acaagctgtt 
ggagaaggca 
tggaaatgat 
tgagaaaaaa 



aatcgcttgc 


60 


ggggatgatt 


120 


ctacaaactg 


180 


aagacagcac 


240 


catgcaaaag 


300 


aataaaacag 


360 


gatgagaagg 


420 


gagcgagacc 


480 


atgacaggat 


540 


cccaaaactg 


600 


gatttggaca 


660 


attaccataa 


720 


catcaaatac 


780 


caaggaggaa 


840 


tataaagaaa 


900 


aaggaatcaa 


960 


aaaaa 


1015 



<210> 25 

<211> 2211 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No.: 1557635CB1 
<400> 25 

taaacattac gagattggct tggattctgt 
ctggaggagg ccagataacc atgtcagcca 
tatcggggtc caaagaaatg agtttggaag 
gaaagaagaa ggagctagaa gaacagcgaa 
aagaaggaaa agacatcaac ccccatattc 
ttgatccttc aaaaagacct actttaaaac 
agttcagctc atctggagaa tggtacaaga 
agtaccgcaa aggagcatgt gaaaattgtg 
ttgagagacc taggcgagtt ggagccaaat 
atgtccagcc tcaactgatg tttgactatg 
atccagaaga acacatgaaa attgttgaag 
cattgaaagc ccagaaactc caagaggaat 
attctccaaa acaccagtgg ggagaagagg 
atagtgaaga tgaggatgaa gataaatatg 
ttgactccaa gagacgaatt actgtccgga 
atttgaggaa tttagatcca aattctgcct 
agaatcctta tgccaatgca ggaaagaatc 
ttgttaggta cacaggagat accatttcaa 
cctatgacaa gggatctgaa gtgcatctac 
ataagtcctt caaagtcaaa aaagaagatt 
aaaagtatgg tggccaagaa catttggatg 
ctgaagacta tgtggagtac tcaagacatg 
ttgcctgctc taagtatgag gaggatgtga 
cgtactggaa agaaggccga tggggataca 
attgtactgg agaagctggg aaggagattg 
taactgggga agaatctgtg aaaaaacctc 
tgaaagagga aaagaagaag aagaaaaaga 
atagtgatga tgaagaaaag aagcatgaaa 
cccgccttct tcatgtcaag gagaccatgc 
gcatgtatga aactcgagaa cctactgaag 
agaggccaga tgaccccatg gcctctttcc 
ccaagataga tgcagctgat acattctttt 
aatccttgtt tattcttctt gctgcctggc 
agttcactcc tttccatact gaggaaacaa 
tttgggaata gaatttaaaa ttggattaag 
tttttttttt tgagacggag tcttgctctg 
tcggctcact gcaagctcca cctcccaggt 



cggatggact tggggctagc tgcggcgggg 6 0 
cagttgtaga tgcagttaat gctgcacccc 120 
aaccaaagaa gatgaccaga gaggactgga 180 
aattgggcaa tgctcctgca gaagttgatg 240 
ctcagtatat ttcttcagtg ccatggtata 3 00 
accagagacc acaaccagaa aaacaaaagc 3 60 
ggggtgtaaa agagaattcc ataattacta 420 
gggccatgac acacaaaaag aaagactgct 4 80 
ttacaggtac taatatagct ccagatgaac 540 
atgggaagag ggatcggtgg aatggctaca 6 00 
agtatgccaa agttgatttg gcaaaacgaa 660 
tagcctcagg aaaattagtg gaacaggcta 72 0 
aaccaaattc tcagacggaa aaagatcata 780 
cagatgatat tgacatgcct ggacagaatt 84 0 
atctcaggat tcgagaagat attgcaaaat 900 
actatgatcc aaaaactaga gcaatgagag 960 
cagatgaagt gagttatgct ggagataact 1020 
tggctcagac acagttgttt gcatgggaag 108 0 
aggcagatcc tacaaagcta gagctgttgt 1140 
tcaaagaaca gcagaaagaa agcatcctgg 12 00 
cccctccagc tgaattgctt ttagcccaga 1260 
ggacagtcat caaaggacag gagcgggctg 132 0 
agatccacaa tcacacacat atctggggat 1380 
aatgctgtca ctcttttttc aagtattcct 1440 
ttaactctga ggagtgtatt ataaatgaga 1500 
aaaccctcat ggagctgcat caagaaaaac 1560 
aaaagaagaa gcatcgaaag agcagttcag 162 0 
aattgaaaaa ggcactgaac gcagaggagg 168 0 
agattgatga gaggaagcgg ccttacaata 174 0 
aggaaatgga ggcatataga atgaaacgtc 18 00 
ttggacagta gcaactagtc agaagaccat 1860 
cagcttctta ttgatgattg tagatagaaa 1920 
tttaataaat atttcagatg cctcacagta 1980 
gaaaagaaga agaggcacat gaagtgtgct 2 04 0 
attttatttc cagttttttt tatttattta 2100 
tcgcccaggc tgaagtgcgg tggcgcgatc 2160 
tcacgccatt ctcctgcctc a 2211 



<210> 26 

<211> 1446 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> 

<222> 1437 

<223> a or g or c or 
<220> 

<221> misc_f eature 
<223> Incyte ID No. : 



t, unknown, or other 



2049352CB1 
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<400> 26 

ttgccttggg tcctgccgca cagagcggcc 
gagggcccca gagaaaacca gaaagagggt 
gcctcctaca ccagcgcctg agcaggaagc 
ggtcacttta gggagggctg tcctaaaacc 
tgctccagac aaagatctta gtcgggacta 
acacagtgga gcgaatgtat cgagacacat 
tttctcgtcg gaataccgtc tggctgtgct 
cccctttgga cgcaaagatc tttcgaggcc 
agatgagatt cttccactgg ttcagcaagt 
aggtcacctg gtacatatcc tggagcccct 
tcctggccga ggacccgaag gttaccctga 
gggacccaga ttaccaggag gcgcttcgca 
ccaccatgaa gatcatgaat tatgacgaat 
gccaaagaga gctatttgag ccttggaata 
tcatgctggg ggagattctc agacactcga 
acaatgaacc ttgggtcaga ggacggcatg 
tgcacaatga cacctgggtc ctgctgaacc 
cacataaaca cggtttcctt gaaggccgcc 
ccttttggaa gctggacctg gaccaggact 
cctgcttcag ctgtgcccag gaaatggcta 
tgtgcatctt cactgcccgc atctatgatg 
ccctggccga ggctggggcc aaaatttcaa 
gggacacctt tgtggaccac cagggatgtc 
acagccaagc cctgagtggg aggctgcggg 
tgggcc 



tgtctttatc agaggtccct ctgccagggg 60 
gagagactga ggaagataaa gcgtcccagg 12 0 
gggaggggcc atgactacga ggccctggga 18 0 
agaagcttgg agcagaaagt gaaaccctgg 24 0 
gccggccaag gatgaagcct cacttcagaa 3 00 
tctcctacaa cttttataat agacccatcc 360 
acgaagtgaa aacaaagggt ccctcaaggc 420 
aggtgtattc cgaacttaag taccacccag 480 
ggaggaagct gcatcgtgac caggagtatg 54 0 
gcacaaagtg tacaagggat atggccacgt 6 00 
ccatctttgt tgcccgcctc tactacttct 660 
gcctgtgtca gaaaagagac ggtccgcgtg 72 0 
ttcagcactg ttggagcaag ttcgtgtaca 78 0 
atctgcctaa atattatata ttactgcaca 840 
tggatccacc cacattcact ttcaacttta 900 
agacttacct gtgttatgag gtggagcgca 960 
agcgcagggg ctttctatgc aaccaggctc 1020 
atgcagagct gtgcttcctg gacgtgattc 1080 
acagggttac ctgcttcacc tcctggagcc 1140 
aattcatttc aaaaaacaaa cacgtgagcc 1200 
atcaaggaag atgtcaggag gggctgcgca 12 6 0 
tactgacata cagtgaattt aagcactgct 1320 
ccttccagcc ctgggatgga ctagaggagc 1380 
gcattctgca gaatcaggga agctgangga 144 0 

1446 



<210> 27 

<211> 1349 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eatzure 

<223> Incyte ID No.: 2231663CB1 

<400> 27 

cacggaggac taacagtaac accgccacgc cggcagcaaa gctcattttg gtccccgccc 60 

cgttcctctt tctcttttta actccttccc tctttgcgga ttctagaacg gaaccttttt 120 

ttaattcttc ccagtagaaa cgtaggaaca atttcgtgaa cgcaatccgg agtgcccaac 180 

atggcggcgg ccgtaaggtg catgggtaga gccttgatac atcatcaaag gcatagcctt 24 0 

tccaagatgg tttatcagac atcactttgt tcttgttctg taaacatccg agtgcccaac 300 

agacattttg ctgctgctac aaagtctgca aagaaaacaa aaaaaggtgc taaagaaaaa 360 

acaccagatg agaaaaaaga tgaaatagaa aaaataaaag catatcccta tatggaaggc 420 

gaacctgagg atgatgtcta tttaaaacgc ttatacccga gacagatata tgaggtggag 480 

aaagctgttc acttacttaa gaaatttcaa attcttgact ttactagtcc aaagcaaagt 540 

gtttatcttg atttgacact ggatatggca ctgggaaaga agaaaaacgt ggagccattt 600 

accagtgttc ttagtttgcc atacccattt gcttccgaaa tcaataaagt tgctgtattt 660 

acagagaatg catcagaggt caaaatagcg gaagaaaatg gagctgcatt tgcaggaggc 72 0 

actagtctga tacagaagat ttgggatgat gaaattgttg cagactttta cgtagctgtt 780 

ccagaaataa tgcctgaact taatcgatta aggaagaaac tgaataaaaa atatccaaag 840 

ctttctcgaa attccattgg ccgtgacatc cccaaaatgc ttgaattatt taaaaatgga 900 

catgaaatta aggtagatga agaaagggag aactttctcc agaccaaaat agcaacattg 96 0 

gatatgtcaa gtgaccagat agctgccaat ctgcaagcag ttattaatga agtttgtagg 102 0 

cacagaccgc tgaatttggg tccctttgtg gtacgtgctt tccttcgtag ttcaacaagt 1080 

gaaggtttat tactgaagat tgatccattg ttgcctaaag aagtaaaaaa tgaagaaagt 1140 
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gaaaaagaag atgcctaaat gtggtgaatt gtgaaattac tttcagtggt ttaagaagca 1200 
atggagaaaa tgataataca gcataatttt tacatttgat gtcttgttat tgatcatact 1260 
tgaaagtgaa ctttaacatt gaaaaatcgt acagtcattt caagaataag aaaataaaat 1320 
tttctctttg tctgaaaaaa aaaaaaaaa 1349 



<210> 28 

<211> 2596 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No. : 2604449CB1 
<400> 28 

gtggcctgag gagctcagtt ccctcagcgc ccgtagcttc ggcggagtct gcgcgatggg 60 
cgacccggaa aggccggaag cggccgggct ggatcaggat gagagatcat cttcagacac 120 
caacgaaagt gaaataaagt caaatgaaga gccactccta agaaagagtt ctcgccggtt 180 
tgtcatcttt ccaatccagt accctgatat ttggaaaatg tataaacagg cacaggcttc 240 
cttctggaca gcagaagagg tcgacttatc aaaggatctc cctcactgga acaagcttaa 300 
agcagatgag aagtacttca tctctcacat cttagccttt tttgcagcca gtgatggaat 360 
tgtaaatgaa aatttggtgg agcgctttag tcaggaggtg caggttccag aggctcgctg 420 
tttctatggc tttcaaattc tcatcgagaa tgttcactca gagatgtaca gtttgctgat 480 
agacacttac atcagagatc ccaagaaaag ggaattttta tttaatgcaa ttgaaaccat 54 0 
gccctatgtt aagaaaaaag cagattgggc cttgcgatgg atagcagata gaaaatctac 600 
ttttggggaa agagtggtgg cctttgctgc tgtagaagga gttttcttct caggatcttt 660 
tgctgctata ttctggctaa agaagagagg tcttatgcca ggactcactt tttccaatga 72 0 
actcatcagc agagatgaag gacttcactg tgactttgct tgcctgatgt tccaatactt 780 
agtaaataag ccttcagaag aaagggtcag ggagatcatt gttgatgctg tcaaaattga 84 0 
gcaggagttt ttaacagaag ccttgccagt tggcctcatt ggaatgaatt gcattttgat 900 
gaaacagtac attgagtttg tagctgacag attacttgtg gaacttggat tctcaaaggt 960 
ttttcaggca gaaaatcctt ttgattttat ggaaaacatt tctttagaag gaaaaacaaa 102 0 
tttctttgag aaacgagttt cagagtatca gcgttttgca gttatggcag aaaccacaga 1080 
taacgtcttc accttggatg cagattttta aaaaacctct cgttttaaaa ctctataaac 1140 
ttgtcattgg taatgacaga tgccttaatg tgaagcttat ttataatagc aataaaccta 12 00 
actggatttg gatgaagaag tcttaatact gacatactgg atttttaatg cactggtttg 1260 
ttatttggta ttctatctct ttttccaggc ctccaggttg cacatttatt tattatgttc 1320 
aatactttgg ttcttagttc ttaaagaatc aagaagttgt gtaatctttt aaaaatatta 1380 
tcttgcagat aaagaaaaaa attaagagtg tgtttacaac tgttttctct tttttacagt 144 0 
acatgtattt aaatcattgc tataataaag ttaagttcat taggaatata aaaacttgca 1500 
gttctatgat agattgcatt tattaaaaat gtttcattgt atcacataga aatatggcca 1560 
ggaaggactt gagaagacag tttgatccat tgcttttaga caggactggg ttttgctgtc 162 0 
caattatata caataatagt ttttcttaca actaagctgg ccccagcctt gtcttgatat 1680 
taatacatga aatttttata attgtctcat tgtctcattt agaaacatcc atatttttct 1740 
gctttttcta ttgccatttt ttatttgtgc atgaattgat tattgagaaa atgtagcagt 1800 
ttgcatattt aaaaattaat cattttgcat tttacattta aatatgctaa catcactgtc 1860 
atagaattcc caaatttcat ttgtagatac tgaactaagg gctaatgtca ggagctgatt 1920 
tttaatgata aagctgcaga tgggctaaat aaaagccaaa ttaatcctac aatcaggtat 198 0 
tatgttttta aaccaagttg agtgaattgg tagtggactt gggaaatctt ccccagcaga 2 04 0 
atctggatga atggcacaga attgaaatct ctttgtttcc caccatttcc ctttaagtgc 2100 
tctgctcctt tgtaaaaagt taaagatttg aaagagaatc tcatattccc gaggcattag 2160 
gaagaaagga tttaatccct tcaatttggg gcttaatctt gtttaaaaaa atgtaagtga 222 0 
agatggaagg ctggagagaa tgattgcttt ttgtacagtt aaataaggtc acaatattct 22 8 0 
tacatacttt gttttacaac tgtgttttca ttttttcaaa tgtctggcca tttagcaaag 2340 
ttatttacta tttactgtgt acatagaaag ctttattatg tgtggtgtat ctaaattttt 2400 
tttgctgaaa tacattatgg tcaatcaagc caagcctgca tgtacagaat ttgttttttt 246 0 
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ttcaaataaa ttagttgttt tcttattttt ttggcttagt atgttgaaat aaactatggt 2520 
atcttcatca ttttgtacat ttcctttttg aggaaggttt ctttataagt gcaagggtac 2580 
cctaataaag gaattt 2596 



<210> 29 

<211> 2882 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No.: 2604993CB1 



<400> 29 

ccctcgagcg gctcgagggc tttttgcata gacgcccggg caactgaata caaaaagggc 6 0 
aggcctcctg cgccctcctt cccacccccc ttcctgccct gggcgtggag cgccgaccag 120 
gtgtgggctt gggtggttgg ttaccgcctt ttgcactagc agtagcaagg aaggggggtg 180 
ggcgctcttt ctttttctct tagaagaggg tttagcacag gttttttcgt tctcacttcc 240 
acaccacctt accgcctccc gaccccccct ctccccctcc ccacctatcg tcatgacggc 300 
ctctccggat tacttggtgg tgctttttgg gatcactgct ggggccaccg gggccaagct 3 60 
aggctcggat gagaaggagt tgatcctgct gttctggaaa gtcgtggatc tggccaacaa 420 
gaaggtggga cagttgcacg aagtgctagt tagaccggat cagttggaac tgacggagga 4 80 
ctgcaaagaa gaaactaaaa tagacgtcga aagcctgtcc tcggcgtcgc agctggacca 54 0 
agccctccga cagtttaacc agtcagtgag caatgaactg aatattggag tagggacttc 6 00 
cttctgtctc tgtactgatg ggcagcttca tgtcaggcaa atcctgcatc ctgaggcttc 660 
caagaagaat gtactattac ctgaatgctt ctattccttt tttgatcttc gaaaagaatt 720 
caagaaatgt tgccctggtt cacctgatat tgacaaactg gacgttgcca caatgacaga 78 0 
gtatttaaat tttgagaaga gtagttcagt ctctcgatat ggagcctctc aagttgaaga 84 0 
tatggggaat ataattttag caatgatttc agagccttat aatcacaggt tttcagatcc 900 
agagagagtg aattacaagt ttgaaagtgg aacttgcagc aagatggaac ttattgatga 96 0 
taacaccgta gtcagggcac gaggtttacc atggcagtct tcagatcaag atattgcaag 1020 
attcttcaaa ggactcaata ttgccaaggg aggtgcagca ctttgtctga atgctcaggg 1080 
tcgaaggaac ggagaagctc tggttaggtt tgtaagtgag gagcaccgag acctagcact 114 0 
acagaggcac aaacatcaca tggggacccg gtatattgag gtttacaaag caacaggtga 12 00 
agatttcctt aaaattgctg gtggtacttc caatgaggta gcccagtttc tctccaagga 126 0 
aaatcaagtc attgttcgca tgcgggggct ccctttcacg gccacagctg aagaagtggt 1320 
ggccttcttt ggacagcatt gccctattac tgggggaaag gaaggcatcc tctttgtcac 13 8 0 
ctacccagat ggtaggccaa caggggacgc ttttgtcctc tttgcctgtg aggaatatgc 1440 
acagaatgcg ttgaggaagc ataaagactt gttgggtaaa agatacattg aactcttcag 1500 
gagcacagca gctgaagttc agcaggtgct gaatcgattc tcctcggccc ctctcattcc 1560 
acttccaacc cctcccatta ttccagtact acctcagcaa tttgtgcccc ctacaaatgt 1620 
tagagactgt atacgccttc gaggtcttcc ctatgcagcc acaattgagg acatcctgga 1680 
tttcctgggg gagttcgcca cagatattcg tactcatggg gttcacatgg ttttgaatca 1740 
ccagggccgc ccatcaggag atgcctttat ccagatgaag tctgcggaca gagcatttat 1800 
ggctgcacag aagtgtcata aaaaaaacat gaaggacaga tatgttgaag tctttcagtg 186 0 
ttcagctgag gagatgaact ttgtgttaat ggggggcact ttaaatcgaa atggcttatc 192 0 
cccaccgcca tgtaagttac catgcctgtc tcctccctcc tacacatttc cagctcctgc 1980 
tgcagttatt cctacagaag ctgccattta ccagccctct gtgattttga atccacgagc 2040 
actgcagccc tccacagcgt actacccagc aggcactcag ctcttcatga actacacagc 2100 
gtactatccc agccccccag gttcgcctaa tagtcttggc tacttcccta cagctgctaa 2160 
tcttagcggt gtccctccac agcctggcac ggtggtcaga atgcagggcc tggcctacaa 2220 
tactggagtt aaggaaattc ttaacttctt ccaaggttac cagtatgcaa ccgaggatgg 2280 
acttatacac acaaatgacc aggccaggac tctacccaaa gaatgggttt gtatttaagg 234 0 
gccccagcag ttagaacatc ctcagaaaag aagtgtttga aagatgtatg gtgatcttga 2400 
aacctccaga cacaagaaaa cttctagcaa attcagggga agtttgtcta cactcaggct 2460 
gcagtatttt cagcaaactt gattggacaa acgggcctgt gccttatctt ttggtggagt 2520 



32/42 



mi 



I fJ'"ii ""i 3 ' C$ -JL-.it. Q *f "}| "3 n ^ I!""' (PiJ 

..fi 1 ji- U...J) ii w |j„ m ..^j; p j^J, 



WO 00/15799 PCT/US99/21688 



gaaaaaattt gagctagtga agccaaatcg taacttacag caagcagcat gcagcatacc 2580 

tggctctttg ctgattgcaa ataggcattt aaaatgtgaa tttggaatca gatgtctcca 2640 

ttacttccag ttaaagtggc atcataggtg tttcctaagt tttaagtctt ggataaaaac 2 700 

tccaccagtg tctaccatct ccaccatgaa ctctgttaag gaagcttcat ttttgtatat 2760 

tcccgctctt ttctcttcat ttccctgtct tctgcataat catgccttct tgctaagtaa 2820 

ttcaagcata agatcttgga ataataaaat cacaatctta ggagaaagaa taaaatttta 2880 

tt 2882 



<210> 30 

<211> 1777 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2879070CB1 



<400> 30 

gaaatattga 

atgatcttct 

attctattct 

ggaagattgt 

ttgtaattga 

ctttggtgga 

gggtcagaga 

attattctgt 

aatgtaatct 

aagtgatcag 

ctaaactgac 

agatgcttat 

ttatgacaga 

caaaatcagc 

gatggaagaa 

actttcttaa 

tggttaaggc 

cctcacagac 

tgtatgacaa 

cttgcattgt 

atttgcaaac 

tgagagaaac 

ttcagcaccg 

agatagctgt 

ttgaaaatcc 

taaaaacaga 

agatacagtc 

atgttggtac 

ataattttct 

aataaattct 



aggagcagta 
atcaaatgat 
ttcaacccaa 
tttagcaacc 
tactggaaga 
gacgtttgtc 
tggcttctgt 
tcctgaaatc 
tggttctcct 
caatgcaatg 
tccgttgggc 
ttttggtgcc 
gaagtctcct 
tttggccatg 
agcacgacaa 
tagaacatca 
agcaggattt 
cctctcattc 
tgtggggaag 
ggagacggcc 
tcatggatgg 
taccctaata 
agaacgtctt 
cattttcaag 
aaagatgtcc 
gaataactga 
atgaaattat 
tagccattaa 
agttcctttt 
ttggtattat 



ttgatctttt 
agaagatttt 
gatcaagctg 
aatattgcag 
acaaaagaaa 
agtaaagcca 
ttccgaatgt 
ttacgtgtac 
gaagatttcc 
aatttgctcc 
caacaccttg 
atatttggct 
tttaccacac 
gcggattcag 
gaaggaggtt 
ctgttaaccc 
tcatcttcca 
caagaaattg 
ataatctata 
caaggcaaag 
ctcttatacc 
accccttttc 
ctttctattg 
cagctgagag 
cttgaaaatg 
aactgaaatt 
ctgaaaatgg 
cttaaaggtg 
taatgatgat 
gcaaaaaaaa 



taccaggact 
attctgaacg 
cagcattcac 
agacgggtat 
ataagtacca 
gtgctttgca 
acacaagaga 
ctttggagga 
tctccaaagc 
gaaaaattgg 
cagctttacc 
gccttgaccc 
caattggtcg 
accacctgac 
atcgttctga 
tagaggatgt 
caacttctac 
cccttcttaa 
caaagtcagt 
cacaagtaca 
aggagaagat 
cagttttact 
atggctggat 
ttctcattga 
acaagattct 
catggtcaac 
gtcatcacat 
gtgggaaaaa 
tattctgaat 
aaaaaaa 



tgctcatatt 
atataaagtg 
acttccccct 
cactattcct 
tgaaagcagt 
gcgccaggga 
aagatttgaa 
attatgcctt 
cttagatcct 
agcttgtgaa 
tgtgaatgtc 
agtggcaaca 
aaaagatgaa 
gatctacaat 
aatcacatac 
aaagcaggag 
cagctgggaa 
agctgtactg 
ggatgttaca 
cccatcctca 
aaggtatgcc 
ttttggtggt 
ctattttcag 
ttcagtttta 
gcagatcatt 
tgctttaaaa 
taagtatttc 
agcacatact 
gtatttgcca 



cagcagttgt 
atagctctgc 
ccaggagtca 
gatgttgtat 
cagatgagtt 
agagctgggc 
ggctttatgg 
catattatga 
cctcagctcc 
ttaaatgagc 
aagattggca 
ctagctgcag 
gcagatcttg 
gcatatctag 
tgccggagga 
ttaataaagt 
ggaaacagag 
gtggctggac 
gaaaaattgg 
gtaaatcgag 
agagtgtatt 
gatatagaag 
gcccctgtaa 
agaaaaaagc 
acggaattga 
attaagatga 
attacttaaa 
ttaaacatgt 
ctacatttac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1777 



<210> 31 

<211> 1382 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No . : 3093845CB1 



<400> 31 

tggaagtcac 

gtcctacaca 

cagcattatt 

aaaaccatca 

ggctgaacct 

gcaagaagct 

atctgaattt 

cttgtcagtt 

agtaccagga 

agtggttcag 

tcagtaccct 

agatctcctt 

gaataaccca 

tcaaatccag 

tgtgaaagaa 

agatatattc 

ggggtatgcc 

aaagattctg 
taacaaacgg 
tcagctgact 
tttttttcca 
gctgacatgt 
agagcaatat 
aa 



cgagatgttg 
gaagaagatc 
aagaataaag 
caagctgccc 
aaaaataaag 
ttgggacatg 
tcaagttttg 
gtatcaagag 
ttggaatatt 
tattttaatg 
cctgggaacc 
agaaaaatgg 
agtcagcaac 
acagatgttg 
agacttttta 
tgtcgttttg 
aagtatgccg 
aatggggtga 
caaagaactt 
gactgaaaat 
tatacctgat 
atttttgaat 
gttgttacgt 



aagatgaaga 
tgcgggaaaa 
tgactggaga 
aagcaataga 
catctgaatc 
aacctagagt 
acaagaatga 
ttcctttcac 
gtgaagttca 
tagcatcagc 
gaataggtgt 
caacacagat 
aatttatgca 
tacttccatc 
ttgtgtttaa 
gtaacctgat 
atagaataag 
gacttaaagt 
actgattctt 
gtgactggac 
agtctgtgta 
ccatacatta 
gtagcagaaa 



acttacaaga 
atttaaggtg 
aagtaaaggt 
aaactgtgat 
ctctgaacaa 
aaatatgttt 
tagccgaggc 
tgaagaacag 
acgagatcct 
tatttatgca 
ttccttcatt 
ggtagctgca 
atttggagga 
atgcaaaaaa 
tcctcatcct 
cgaagtttac 
tgctaatgat 
tatgctggca 
gagaacaaag 
gcattccctg 
cagcattgtt 
atgctaaaac 
taaagttttc 



atctttgtta 
tatggagata 
ttgggctacg 
cgaagtttta 
gattattata 
ccatttgtcg 
caggaagcaa 
cttttcagca 
tattcaaatt 
aaatacaaat 
gatgatggaa 
cagcttgcat 
agctctggat 
aaagctcctg 
ttacctttag 
cttgtgtcag 
gccattgcca 
gattcgccaa 
actaaataat 
tggacagttg 
ttgtctggga 
gaatatagta 
tttgcttaaa 



tgataccaaa 
tcgagtattg 
tacgatactt 
gagcaatctt 
gtaatatgag 
gagaacaaca 
tctccaaacg 
tttttgatat 
atggtcatgg 
tacatggatt 
gtaatgcaac 
caatggtgtg 
cacagttgcc 
ctgaaactcc 
acgtattaga 
gaaaaaatgt 
ctctacatgg 
gagaagaatc 
gacataatcc 
acagcttttt 
agcagggatt 
gttgttcctt 
aaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1382 



<210> 32 

<211> 1828 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 3685685CB1 



<400> 32 

cacgccgtgc 

caggaggcct 

gcgcgcccgc 

gttcgtgttc 

gcgggtcatg 

ggactgcgtg 

agagaccaat 

ggtgaagaag 

cgagcagcag 

gcatgtgaag 

ggtgaacctg 

gctggacttc 

gctgctccag 

cacgggcgcg 

gctgcctcag 

caccgagatc 



cggctctcag 
cgtggaggac 
gcccaggcgc 
acgcgaggct 
gagccgctca 
gcagtggctg 
gtctacttta 
tactcgctgg 
tttgcccacc 
ctcatggcca 
aacaccatca 
cgccactaca 
gagaagttcc 
gggctgtcgg 
gctgtcgctg 
ggcccgcgga 



gcgccggaag 
acagcagcat 
agctccgcaa 
gcacgggtcg 
ctgccagccg 
ggcccctcgg 
agctgatgcg 
tgcgtgatgt 
cacccctcct 
ccatgttcca 
agcgctgcct 
tcaaagttgt 
ccaacatgag 
agagcgaggc 
gccgtggcaa 
tgacactgca 



tgagctgcgc 
gggacagtca 
cctcgaggcc 
caacatccgg 
tctgcaggtt 
ggtcacacac 
cctcccagga 
ggtctcctca 
ggtactcaac 
gaacctgttc 
cctcatcgac 
tcctgtgggc 
ccgcctgcag 
agagcctgac 
catgcgggcc 
gctcatcaag 



agcgccggaa 
gggaggtccc 
tatgccgcga 
cagctcagcc 
cgtaagaaga 
tttctgatcc 
ggccccacct 
ctgcgccggc 
agctttggcc 
ccctccatca 
tacaatcccg 
gcgagtcgcg 
gacatcagcg 
ggcgaccaca 
cagcagagtg 
gtccaggagg 



gcggcggacg 
ggcaccagaa 
acccgcactc 
tggacgtgcg 
actcgctgaa 
tgagcaaaac 
tgaccttcca 
accgcatgca 
cccatggtat 
acgtgcacaa 
actcccagga 
ggatgaagaa 
agctgctggc 
acatcacaga 
cagtgcggct 
gcgtcgggga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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gggcaaagtg atgttccaca gttttgtgag caagacggag gaggagctgc aggccatcct 102 0 
ggaagccaag gagaagaagc tgcggctgaa ggcgcagagg caggcccagc aggcccagaa 1080 
tgtgcagcgc aagcaggagc agcgggaggc ccacagaaag aagagcctgg agggcatgaa 1140 
gaaggcacgg gtcgggggta gtgatgaaga ggcctctggg atcccttcaa ggacggcgag 12 00 
cctggagttg ggtgaggacg atgatgaaca ggaagatgat gacatcgagt atttctgcca 126 0 
ggcggtgggc gaggcgccca gtgaggacct gttccccgag gccaagcaga aacggcttgc 132 0 
caagtctcca gggcggaagc ggaagcggtg ggaaatggat cgaggcaggg gtcgcctttg 1380 
tgaccagaag tttcccaaga ccaaggacaa gtcccaggga gcccaggcca ggcgggggcc 144 0 
cagaggggct tcccgggatg gtgggcgagg ccggggccgg ggccgcccag ggaagagagt 1500 
ggcctgagcc caagccgcac cggagcagcg gctggattga acgccccaga ttggggcccg 15 60 
agatgtggcc ctcggtttcc tttcataaag gagttgtgtc cccagccctt ccactccagt 1620 
aaagaactga attggccagg ggtccacgtc agcgtttggg atgggggatt ctggagccat 1680 
acaaagcaac ccagagagtc ctgggccggc cacacccgag agtccctccc acctggtttc 174 0 
ttcctggaag ctgggtctct cccctaccct gcacggggtt ggtttcattg gtggcagcag 18 00 
cagccatgag tggccctccc cccagtcc 1828 



<210> 33 

<211> 2602 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No.: 3825977CB1 



<400> 33 

ccctcgagcg tgaaatggga aaggaatcat 
atgaaggatc agggactgaa agcattagat 
caagcggaac gattcaagcg aattagtaaa 
gttgctcagc ggaagtgtcg gtcgcaagag 
tgtctgcaca accggaatca tgtcgagttt 
actgcgttcc gtgttcgtgg ggaacattcc 
cattttctcg gaggttggtt ctgttgtcag 
aaaacccaag ggctatggct tctgcgaata 
gcggaacctc aatgggcggg agttcagtgg 
tgaaaagaat aaggaggagt taaagagcct 
ctatggggat cccatcgatc cagaagatgc 
tctccccccg gagcagatgt ttgagctgat 
ccaccaggaa gctcgaaaca tgttacttca 
ggcacaagta gtgatgagaa tcatggatcc 
gatacatgtc acaccactga tcccaggcaa 
ccctggccct ggccctgggc tctgcccagg 
tccagctcct cagcctcagc atttggctag 
gcagactcct atccagggtg gaattccagc 
agctggtcct ggttccttaa ctcctggagg 
ggttggccca gtgcctttag agcggggaca 
acctcgcgga cccgtgactc ctggtggtct 
aaatgaccca cgtggaggga ctttgctttc 
tctgggtcca ccccatcagg gtccccccat 
cccttcctca catgagatga ggggagggcc 
gcccagaggc cccatgatag atcaaagggg 
ttctcgagcg atggagactc gtgccatgga 
gaggagagga atggagacct gtgcgatgga 
tgcaagagga ttggagatga ggggccctgt 
aattcagggt cctggtccca ttaatatagg 
ggtcccaggc atttcagggg tggggaatcc 



gcgactctgt aataagaagc tgacagaacc 6 0 
aagttgttag tgggatgcag gttccacagg 12 0 
gtttctgccc ggatcttgaa agccgcttcc 180 
gacagacgcc tcgaagaatc cgctatcggc 24 0 
ggcggtgaga gacccggcaa tggatcgatc 3 00 
atatgaggca actgaggagc agttaaagga 36 0 
tttccggctg gtatacgata gagagacggg 42 0 
ccaagaccag gagaccgcgc ttagtgccat 48 0 
gagagcgctt cgggtggaca atgctgccag 54 0 
tgggcctgca gcgcccatta ttgactcacc 6 00 
ccctgaatcg attaccagag cagtagccag 66 0 
gaagcagatg aagctctgtg tccaaaacag 72 0 
aaatccacaa ctggcttatg cactgttgca 780 
agagattgct ctgaaaattc tgcatcggaa 84 0 
atctcagtct gtgtctgtct ctggccctgg 900 
acctaatgtt ctgctgaacc agcagaatcc 96 0 
aagacctgtg aaggacattc ctcctctgat 1020 
tccagggcca ataccagctg cagttcccgg 1080 
agcaatgcag ccccaacttg gaatgccagg 114 0 
agtgcagacg tcagatccta gagctcctat 1200 
gcctcctcga ggactgttag gagatgctcc 1260 
agtcactgga gaagtggagc ccagaggtta 1320 
gcatcatgcc tctggtcatg acactcgtgg 1380 
attaggagat cccagactgc taattggaga 144 0 
tctacctatg gatggtagag gtggtagaga 1500 
aactgaggtc ttagagacac gtgtaatgga 1560 
aaccagaggg atggaagcaa ggggcatgga 1620 
ccccagttca agaggcccta tgactggtgg 168 0 
ggcaggtggc cctcctcagg gacccagaca 174 0 
tggagctggt atgcagggta caggcataca 18 0 0 
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aggaacaggc 
aggagtcagt 
aggtggaagc 
ggagaaggca 
gccccctgag 
agcgtcttga 
ggagaatggg 
tcctagaacc 
aattgagggt 
ctgaacatga 
tctacagtat 
aaagactaaa 
ttgtataaca 
aaaaaaaaaa 



atgcagggag 
atacaaggag 
cagcctagca 
gctttgatca 
caaaggcaga 
aaggttttag 
tgcaaaaagc 
taatcttatt 

ggggggagga 

ttatattatg 
gttaactaca 
agttgacctg 
aaataaaagt 
aaaaaaaaaa 



caggcataca 
gaggtataca 
gttttagtcc 
tgcaggttct 
gtatcctgat 
aaaatatttg 
tgacttctgt 
ttttgttctt 
gggagtgcgt 
ccaaataaga 
ttttttaaat 
ttaaaacgtt 
ttacccaaaa 
aa 



aggaggaggg 
aggaggaggt 
tgggcagagc 
tcaactgact 
tttaaaggaa 
gctgtagtct 
atccccacac 
tttctttctt 
ctgttcactt 
ttacaaagaa 
gtcgagtaaa 
aatgtactaa 
gtaaaaaaaa 



atgcaggggg 
atacaggggg 
caggtcactc 
gcagatcaga 
caaatccaga 
caaattttat 
ttggattagg 
tctgttttcc 
taagttactt 
taagcagcaa 
acttcgtgaa 
gatagtttta 
aaaaaaaaaa 



caggcataca 
caagcaagca 
cacaggatca 
ttgccatgct 
aatccactgg 
tctgtagcat 
gtttccctcc 
tttttttttt 
taaaataact 
tattgaagca 
aactgctcat 
agatttttgg 
aaaaaaaaaa 



1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2602 



<210> 34 

<211> 566 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 4941262CB1 

<400> 34 

gcagaagtgg aaggaagcag gcggccacca tggtgaaggg acgcacggga cagcgcgtca 6 0 
ggctctacgt ccggggcacc atcctzcggat acaagaggtc caagtcgaac cagtacgaga 12 0 
ccacgtcgct cattcagatc gagggggtga acaccaagga ggacgtcgcg tggtacgctg 180 
gcaagcgcat ggcgtacatc tacaaggcta agaccaagag cagcgagacc cgctacaggt 24 0 
gcatctgggg caaggtcacc cgcccgcacg gcaactcggg cgtcgtccgc gccaagttca 300 
agtccaacct cccgcctgag tccatggggc gcaaggtcag agtgttcatg tacccgagca 360 
gcatctaagg tttttgttgg agtaaaggtg gactctaaat ggccatgctt agttcttctc 420 
tctgagctta aaatgccatg tgttggcaac ttagattgtt catgtactga acctgttgaa 48 0 
gttctaccaa aatttgttgt cgaacggctg aacagttgtc ctaatgttat gctataaaca 54 0 
gagcttattt caaaaaaaaa aaaaaa 566 



<210> 35 

<211> 183 

<212> PRT 

<213> Homo sapiens 



<300> 

<308> Incyte ID No.: g2961149 
<400> 35 



Met 


Ser 


Arg 


Tyr 


Leu 


Arg 


Pro Pro 


Asn 


Thr 


Ser 


Leu 


Phe 


Val 


Arg 


1 








5 








10 










15 


Asn 


Val 


Ala 


Asp 


Asp 


Thr 


Arg Ser 


Glu 


Asp 


Leu 


Arg 


Arg 


Glu 


Phe 










20 








25 










30 


Gly Arg 


Tyr 


Gly 


Pro 


He 


Val Asp 


Val 


Tyr 


Val 


Pro 


Leu 


Asp 


Phe 










35 








40 










45 


Tyr 


Thr 


Arg Arg 


Pro 


Arg 


Gly Phe 


Ala 


Tyr 


Val 


Gin 


Phe 


Glu 


Asp 










50 








55 










60 


Val 


Arg 


Asp 


Ala 


Glu 


Asp 


Ala Leu 


His 


Asn 


Leu 


Asp 


Arg 


Lys 


Trp 
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65 70 75 

He Cys Gly Arg Gin He Glu He Gin Phe Ala Gin Gly Asp Arg 
80 85 90 

Lys Thr Pro Asn Gin Met Lys Ala Lys Glu Gly Arg Asn Val Tyr 
95 100 105 

Ser Ser Ser Arg Tyr Asp Asp Tyr Asp Arg Tyr Arg Arg Ser Arg 

110 H5 120 

Ser Arg Ser Tyr Glu Arg Arg Arg Ser Arg Ser Arg Ser Phe Asp 

125 130 135 

Tyr Asn Tyr Arg Arg Ser Tyr Ser Pro Arg Asn Ser Arg Pro Thr 

140 145 150 

Gly Arg Pro Arg Arg Ser Arg Ser His Ser Asp Asn Asp Arg Pro 

155 160 165 

Asn Cys Ser Trp Asn Thr Gin Tyr Ser Ser Ala Tyr Tyr Thr Ser 

170 175 180 

Arg Lys He 



<210> 36 
<211> 1404 
<212> PRT 

<213> Homo sapiens 
<300> 

<308> Incyte ID No.: g2660712 
<400> 36 

Met Ser Gly Ala Arg Thr Ala Ser Thr Pro Thr Pro Pro Gin Thr 

15 10 15 

Gly Gly Gly Leu Glu Pro Gin Ala Asn Gly Glu Thr Pro Gin Val 

20 25 30 

Ala Val He Val Arg Pro Asp Asp Arg Ser Gin Gly Ala He He 

35 40 45 

Ala Asp Arg Pro Gly Leu Pro Gly Pro Glu His Ser Pro Ser Glu 

50 55 60 

Ser Gin Pro Ser Ser Pro Ser Pro Thr Pro Ser Pro Ser Pro Val 

65 70 75 

Leu Glu Pro Gly Ser Glu Pro Asn Leu Ala Val Leu Ser He Pro 

80 85 90 

Gly Asp Thr Met Thr Thr He Gin Met Ser Val Glu Glu Ser Thr 

95 100 105 

Pro He Ser Arg Glu Thr Gly Glu Pro Tyr Arg Leu Ser Pro Glu 

110 115 120 

Pro Thr Pro Leu Ala Glu Pro He Leu Glu Val Glu Val Thr Leu 

125 130 135 

Ser Lys Pro Val Pro Glu Ser Glu Phe Ser Ser Ser Pro Leu Gin 

140 145 150 

Ala Pro Thr Pro Leu Ala Ser His Thr Val Glu He His Glu Pro 

155 160 165 

Asn Gly Met Val Pro Ser Glu Asp Leu Glu Pro Glu Val Glu Ser 

170 175 180 

Ser Pro Glu Leu Ala Pro Pro Pro Ala Cys Pro Ser Glu Ser Pro 

185 190 195 

Val Pro He Ala Pro Thr Ala Gin Pro Glu Glu Leu Leu Asn Gly 

200 205 210 

Ala Pro Ser Pro Pro Ala Val Asp Leu Ser Pro Val Ser Glu Pro 

215 220 225 
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Glu Glu Gin Ala Lys Glu Val Thr Ala Ser Val Ala Pro Pro Thr 

230 235 240 

lie Pro Ser Ala Thr Pro Ala Thr Ala Pro Ser Ala Thr Ser Pro 

245 250 255 

Ala Gin Glu Glu Glu Met Glu Glu Glu Glu Glu Glu Glu Glu Gly 

260 265 270 

Glu Ala Gly Glu Ala Gly Glu Ala Glu Ser Glu Lys Gly Gly Glu 

275 280 285 

Glu Leu Leu Pro Pro Glu Ser Thr Pro lie Pro Ala Asn Leu Ser 

290 295 300 

Gin Asn Leu Glu Ala Ala Ala Ala Thr Gin Val Ala Val Ser Val 

305 310 315 

Pro Lys Arg Arg Arg Lys lie Lys Glu Leu Asn Lys Lys Glu Ala 

320 325 330 

Val Gly Asp Leu Leu Asp Ala Phe Lys Glu Ala Asn Pro Ala Val 

335 340 345 

Pro Glu Val Glu Asn Gin Pro Pro Ala Gly Ser Asn Pro Gly Pro 

350 355 360 

Glu Ser Glu Gly Ser Gly Val Pro Pro Arg Pro Glu Glu Ala Asp 

365 370 375 

Glu Thr Trp Asp Ser Lys Glu Asp Lys lie His Asn Ala Glu Asn 

380 385 390 

lie Gin Pro Gly Glu Gin Lys Tyr Glu Tyr Lys Ser Asp Gin Trp 

395 400 405 

Lys Pro Pro Asn Leu Glu Glu Lys Lys Arg Tyr Asp Arg Glu Phe 

410 415 420 

Leu Leu Gly Phe Gin Phe lie Phe Ala Ser Met Gin Lys Pro Glu 

425 430 435 

Gly Leu Pro His lie Ser Asp Val Val Leu Asp Lys Ala Asn Lys 

440 445 450 

Thr Pro Leu Arg Pro Leu Asp Pro Thr Arg Leu Gin Gly lie Asn 

455 460 465 

Cys Gly Pro Asp Phe Thr Pro Ser Phe Ala Asn Leu Gly Arg Thr 

470 475 480 

Thr Leu Ser Thr Arg Gly Pro Pro Arg Gly Gly Pro Gly Gly Glu 

485 490 495 

Leu Pro Arg Gly Pro Gin Ala Gly Leu Gly Pro Arg Arg Ser Gin 

500 505 510 

Gin Gly Pro Arg Lys Glu Pro Arg Lys lie lie Ala Thr Val Leu 

515 520 525 

Met Thr Glu Asp lie Lys Leu Asn Lys Ala Glu Lys Ala Trp Lys 

530 535 540 

Pro Ser Ser Lys Arg Thr Ala Ala Asp Lys Asp Arg Gly Glu Glu 

545 550 555 

Asp Ala Asp Gly Ser Lys Thr Gin Asp Leu Phe Arg Arg Val Arg 

560 565 570 

Ser lie Leu Asn Lys Leu Thr Pro Gin Met Phe Gin Gin Leu Met 

575 580 585 

Lys Gin Val Thr Gin Leu Ala lie Asp Thr Glu Glu Arg Leu Lys 

590 595 600 

Gly Val lie Asp Leu lie Phe Glu Lys Ala lie Ser Glu Pro Asn 

605 610 615 

Phe Ser Val Ala Tyr Ala Asn Met Cys Arg Cys Leu Met Ala Leu 

620 625 630 

Lys Val Pro Thr Thr Glu Lys Pro Thr Val Thr Val Asn Phe Arg 

635 640 645 

Lys Leu Leu Leu Asn Arg Cys Gin Lys Glu Phe Glu Lys Asp Lys 
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650 










655 








660 


Asp 


ASD 


Asp 


Glu 


Val 


Phe 


Glu 


Lys 


Lys 


Gin 


Lys 


Glu 


Met 


Asp Glu 










665 










670 








675 


Ala 


Ala 


Thr 


Ala 


Glu 


Glu 


Arg 


Gly Arg 


Leu 


Lys 


Glu 


Glu 


Leu Glu 










680 










685 








690 


Glu 


Ala 


Arcr 


Asp 


He 


Ala 


Arg 


Arg 


Arg 


Ser 


Leu 


Gly 


Asn 


He Lys 










695 










700 








705 


Phe 


lie 


Gly 


Glu 


Leu 


Phe 


Lys 


Leu 


Lys 


Met 


Leu 


Thr 


Glu 


Ala He 










710 










715 








720 


Met 


His 


Asp 


Cys 


Val 


Val 


Lys 


Leu 


Leu 


Lys 


Asn 


His 


Asp 


Glu Glu 










725 










730 








735 


Ser 


Leu 


Glu 


Cys 


Leu 


Cys 


Arg 


Leu 


Leu 


Thr 


Thr 


He 


Gly 


Lys Asp 










740 










745 








750 


Leu 


Asp 


Phe 


Glu 


Lys 


Ala 


Lys 


Pro 


Arg 


Met 


Asp 


Gin 


Tyr 


Phe Asn 










755 










760 








765 


Gin 


Met 


Glu 


LVS 


He 


He 


Lys 


Glu 


Lys 


Lys 


Thr 


Ser 


Ser 


Arg He 










770 










775 








780 


Arcr 


Phe 


Met 


Leu 


Gin 


Asp 


Val 


Leu 


Asp 


Leu 


Arg 


Gly 


Ser 


Asn Trp 










785 










790 








795 


Val 


Pro 


Arcr 


Arcr 


Glv 


Asp 

IT 


Gin 


Gly 


Pro 


Lys 


Thr 


He 


Asp 


Gin He 










800 










805 








810 


His 


Lys 


Glu 


Ala 


Glu 


Met 


Glu 


Glu 


His 


Arg 


Glu 


His 


He 


Lys Val 










815 










820 








825 


Gin 


Gin 


Leu 


Met 


Ala 


Lvs 


Gly 


Ser 


Asp 


Lys 


Arg 


Arg 


Gly 


Gly Pro 










830 










835 








840 


Pro 


Gly 


Pro 


Pro 


He 


Ser 


Arcr 


Glv 


Leu 


Pro 


Leu 


Val 


Asp 


Asp Gly 










845 










850 








855 


Gly Trp 


Asn 


Thr 


Val 


Pro 


He 


Ser 


Lys 


Gly 


Ser 


Arg 


Pro 


He Asp 










860 










865 








870 


Thr 


Ser 


Arcr 


Leu 


Thr 


Lys 


He 


Thr 


Lys 


Pro 


Gly 


Ser 


He 


Asp Ser 










875 










880 








885 


Asn 


Asn 


Gin 


Leu 


Phe 


Ala 


Pro 


Gly 


Gly 


Arg 


Leu 


Ser 


Trp 


Gly Lys 










890 










895 








900 


Gly 


Ser 


Ser 


Glv 


Gly 


Ser 


Gly 


Ala 


Lys 


Pro 


Ser 


Asp 


Ala 


Ala Ser 










905 










910 








915 


Glu 


Ala 


Ala 


Arg 


Pro 


Ala 


Thr 


Ser 


Thr 


Leu 


Asn 


Arg 


Phe 


Ser Ala 










920 










925 








930 


Leu 


Gin 


Gin 


Ala 


Val 


Pro 


Thr 


Glu 


Ser 


Thr 


Asp 


Asn 


Arg 


Arg Val 










935 










940 








945 


Val 


Gin 


Arg 


Ser 


Ser 


Leu 


Ser 


Arg 


Glu 


Arg 


Gly 


Glu 


Lys 


Ala Gly 










950 










955 








960 


Asp 


Arg 


Gly 


Asp 


Arq 


Leu 


Glu 


Arg 


Ser 


Glu 


Arg 


Gly Gly Asp Arg 










965 










970 








975 


Gly Asp Arg 


Leu 


Asp 


Arg 


Ala 


Arg 


Thr 


Pro 


Ala 


Thr 


Lys 


Arg Ser 










980 










985 








990 


Phe 


Ser 


Lys 


Glu 


Val 


Glu 


Glu 


Arg 


Ser 


Arg 


Glu 


Arg 


Pro 


Ser Gin 










995 








1000 








1005 


Pro 


Glu Gly 


Leu 


Arg 


Lys 


Ala 


Ala 


Ser 


Leu 


Thr 


Glu 


Asp 


Arg Asp 








1010 








1015 








1020 


Arg 


Gly Arg 


Asp 


Ala 


Val 


Lys 


Arg 


Glu 


Ala 


Ala 


Leu 


Pro 


Pro Val 








1025 








1030 








1035 


Ser 


Pro 


Leu 


Lys 


Ala 


Ala 


Leu 


Ser 


Glu 


Glu 


Glu 


Leu 


Glu 


Lys Lys 








1040 








1045 








1050 


Ser 


Lys 


Ala 


He 


He 


Glu 


Glu 


Tyr 


Leu 


His 


Leu 


Asn 


Asp 


Met Lys 








1055 








1060 








1065 


Glu 


Ala 


Val 


Gin 


Cys 


Val 


Gin 


Glu 


Leu 


Ala 


Ser 


Pro 


Ser 


Leu Leu 








1070 








1075 








1080 
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Phe lie Phe Val Arg His Gly Val Glu Ser Thr Leu Glu Arg Ser 

1085 1090 1095 

Ala He Ala Arg Glu His Met Gly Gin Leu Leu His Gin Leu Leu 

1100 H05 1110 

Cys Ala Gly His Leu Ser Thr Ala Gin Tyr Tyr Gin Gly Leu Tyr 

1115 H20 1125 

Glu He Leu Glu Leu Ala Glu Asp Met Glu He Asp He Pro His 

1130 1135 1140 

Val Trp Leu Tyr Leu Ala Glu Leu Val Thr Pro He Leu Gin Glu 

1145 1150 1155 

Gly Gly Val Pro Met Gly Glu Leu Phe Arg Glu He Thr Lys Pro 

1160 1165 1170 

Leu Arg Pro Leu Gly Lys Ala Ala Ser Leu Leu Leu Glu He Leu 

1175 1180 1185 

Gly Leu Leu Cys Lys Ser Met Gly Pro Lys Lys Val Gly Thr Leu 

1190 1195 1200 

Trp Arg Glu Ala Gly Leu Ser Trp Lys Glu Phe Leu Pro Glu Gly 

1205 1210 1215 

Gin Asp He Gly Ala Phe Val Ala Glu Gin Lys Val Glu Tyr Thr 

1220 1225 1230 

Leu Gly Glu Glu Ser Glu Ala Pro Gly Gin Arg Ala Leu Pro Ser 

1235 1240 1245 

Glu Glu Leu Asn Arg Gin Leu Glu Lys Leu Leu Lys Glu Gly Ser 

1250 1255 1260 

Ser Asn Gin Arg Val Phe Asp Trp He Glu Ala Asn Leu Ser Glu 

1265 1270 1275 

Gin Gin He Val Ser Asn Thr Leu Val Arg Ala Leu Met Thr Ala 

1280 1285 1290 

Val Cys Tyr Ser Ala He He Phe Glu Thr Pro Leu Arg Val Asp 

1295 1300 1305 

Val Ala Val Leu Lys Ala Arg Ala Lys Leu Leu Gin Lys Tyr Leu 

1310 1315 1320 

Cys Asp Glu Gin Lys Glu Leu Gin Ala Leu Tyr Ala Leu Gin Ala 

1325 1330 1335 

Leu Val Val Thr Leu Glu Gin Pro Pro Asn Leu Leu Arg Met Phe 

1340 1345 1350 

Phe Asp Ala Leu Tyr Asp Glu Asp Val Val Lys Glu Asp Ala Phe 

1355 1360 1365 

Tyr Ser Trp Glu Ser Ser Lys Asp Pro Ala Glu Gin Gin Gly Lys 

1370 1375 1380 

Gly Val Ala Leu Lys Ser Val Thr Ala Phe Phe Lys Trp Leu Arg 

1385 1390 1395 

Glu Ala Glu Glu Glu Ser Asp His Asn 



<210> 37 
<211> 322 
<212> PRT 

<213> Homo sapiens 



<300> 

<308> Incyte ID No.: g2440051 



1400 
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<400> 37 

Leu Arg Arg Gly Ala Arg Asn Trp Arg Ser Met Ser Thr Gly Glu 
1 5 10 15 

Leu Thr Pro Gin Ser Arg Leu Lys Glu Phe Ser Glu Leu Ala Arg 
20 25 30 

Ala Leu Asn Leu Tyr Arg Met Asp His Leu Gly Asn Tyr Thr Gly 
35 40 45 

His Lys Ser Tyr Tyr Leu Thr Gly Gin Leu Ala Thr Leu Glu Gin 
50 55 60 

Ala lie He Gin Tyr Ala Leu Gin Ala Val Thr Glu His Gly Phe 
65 70 75 

Lys Leu He Ser Val Pro Asp He Leu Pro Lys Glu Val He Glu 
80 85 30 

Ser Cys Gly Met Arg Thr Glu Gly Glu Arg Thr Gin Val Tyr Lys 
95 100 105 

Leu Asp Thr Gly Glu Cys Leu Ser Gly Thr Ser Glu Met Ala Leu 

110 H5 120 

Ala Gly Phe Phe Ala Asn Lys Leu Leu Ser Glu Asp Gin Leu Pro 

125 130 135 

Leu Lys Val Thr Ala Val Ser Arg Cys Tyr Arg Ala Glu Thr Ser 

140 145 150 

Gly Leu Gin Glu Glu Lys Gly He Tyr Arg Val His Gin Phe Asn 

155 160 165 

Lys Val Glu Met Phe Ala lie Cys Thr Glu Glu Gin Ser Glu Ala 

170 175 180 

Glu Leu Glu Glu Phe Lys Asn He Glu Val Asp Leu Phe Arg Arg 

185 190 195 

Leu Gly Leu Asn Phe Arg Leu Leu Asp Met Pro Pro Cys Glu Leu 

200 205 210 

Gly Ala Pro Ala Tyr Gin Lys Tyr Asp He Glu Ala Trp Met Pro 

215 220 225 

Gly Arg Gin Met Trp Gly Glu He Ser Ser Cys Ser Asn Cys Thr 

230 235 240 

Asp Tyr Gin Ala Arg Arg Leu Gly He Arg Tyr Arg Arg Ser Ala 

245 250 255 

Asp Gly Gin He Leu His Ala His Thr He Asn Gly Thr Ala Thr 

260 265 270 

Ala He Pro Arg Leu Leu He Ala Leu Leu Glu Ser Tyr Gin Lys 

275 280 285 

Glu Asp Gly He Glu He Pro Ala Val Leu Arg Pro Phe Met Asp 

290 295 300 

Asn Gin Glu Leu He Thr Arg Asn Lys Arg He Pro Glu Thr Lys 

305 310 315 

Leu Val Lys Phe He Lys Ala 



<210> 38 

<211> 343 

<212> PRT 

<213> Homo sapiens 



<300> 

<308> Incyte ID No. : gl808648 



320 
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<400> 38 



Met 


CZ~\ n 

\J J. LA 


Val 


Ser 


Cys 


Glv 


Gin 


Ala 


Glu 


Ser 


Ser 


Glu 


Lys 


Pro 


Asn 


1 








5 










10 










15 


Ala 


Glu 


Asp 


Met 


Thr 


Ser 


Lys 


Asp 


Tyr 


Tyr 


Phe 


Asp 


Ser 


Tyr 


Ala 








20 










25 










30 


His 


Phe 


Glv 


He 


His 


Glu 


Glu 


Met 


Leu 


Lys 


Asp 


Glu 


Val 


Arg 


Thr 








35 










40 










45 


Leu 


Thr 


Tvr 
x y j. 


Arcr 

rtL 3 


Asn 


Ser 


Met 


Phe 


His 


Asn 


Arg 


His 


Leu 


Phe 


Lys 








50 










55 










60 


Asp 


Lys 


Val 


Val 


Leu 


Asp 


Val 


Gly 


Ser 


Gly Thr 


Gly 


He 


Leu 


Cys 








65 










70 










75 


Met 


Phe 


Ala 


Ala 


Lys 


Ala 


Gly Ala 


Arg 


Lys 


Val 


He 


Gly 


He 


Val 










80 










85 










90 


v^y is 


Ser 


Ser 


He 


Ser 


ASP 


Tvr 

x y x, 


Ala 


val 


LVS 


He 


Val 


Lys 


Ala 


Asn 










95 










100 










105 


Lys 


Leu 


Asp 


His 


Val 


Val 


Thr 


He 


He 


Lvs 


Gly 


Lys 


Val 


Glu 


Glu 










110 










115 










120 


Val 


Glu 


Leu 


Pro 


Val 


Glu 


Lys 


Val 


Asp 


He 


He 


He 


Ser 


Glu 


Trp 










125 










130 










135 


1*1 C L. 




xyr 


L / b 


Leu 


Phe 


Tvr 
l yx. 


Glu 


Ser 


Met 


Leu 


Asn 


Thr 


Val 


Leu 










14 0 










145 










150 


±yr 




Arg 


A on 

HO }~s 


Lys 


Tm 


Leu 


Ala 


Pro 


Asp 


Glv 


Leu 


He 


Phe 


Pro 










155 










160 










165 


Asp 


Arg 


AT pi 




Leu 


x yx 


Val 


Thr 


Ala 


He 


Glu 


Asp 


Arg 


Gin 


Tyr 










170 










175 










180 


Xjy o 


ASp 


1 y X 


Lys 


He 


His 






Glu 


Asn 


Val 


Tyr 


Gly 


Phe 


Asp 










185 










190 










195 


1 JC l_ 


Q O -v- 

O C X> 


uys 


He 


Lys 


Asp 


Val 


Ala 


He 


Lvs 


Glu 


Pro 


Leu 


Val 


Asp 










200 










205 










210 


Val 


Val 


Asp 


Pro 


Lys 


Gin 


Leu 


Val 


Thr 


Asn 


Ala 


Cys 


Leu 


He 


Lys 








215 










220 










225 


Glu 


Val 




He 


x yx 


Thr 


Val 


Lys 


Val 


Glu 


Asp 


Leu 


Thr 


Phe 


Thr 










230 










235 










240 


Ser 


Pro 


Phe 


\_y a 


Leu 


Gin 


Val 


Lys 


Arg 


Asn 


Asp 


Tyr 


Val 


His 


Ala 










245 










250 










255 


Leu. 


Val 


Ala 


A y i 


Phe 


Asn 


He 


Glu 


Phe 


Thr 


Arg 


Cys 


His 


Lys 


Arg 










260 










265 










270 


Thr 


Gl v 


Phe 


Ser 


Thr 


Ser 


Pro 


Glu 


Ser 


Pro 


Tyr 


Thr 


His 


Trp 


Lys 










275 










280 










285 


Gin 


Thr 


Val 


Phe 


Tyr 


Met 


Glu 


Asp 


Tyr 


Leu 


Thr 


Val 


Lys 


Thr 


Gly 










290 










295 










300 


Glu 


Glu 


He 


Phe 


Gly 


Thr 


He 


Gly 


Met 


Arg 


Pro 


Asn 


Ala 


Lys 


Asn 










305 










310 










315 


Asn 


Arg 


Asp 


Leu 


Asp 


Phe 


Thr 


He 


Asp 


Leu 


Asp 


Phe 


Lys 


Gly 


Gin 










320 










325 










330 


Leu 


Cys 


Glu 


Leu 


Ser 


Cys 


Ser 


Thr 


Asp 


Tyr 


Arg 


Met 


Arg 







335 340 
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